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SEQUENCE LISTING 

<110> Bayer Pharmaceuticals corporation 
Pauloski, Nicole 
Liu, Li 

<120> Gene Expression Profiles and Methods of use 

<130> 5185 

<150> US 60/529,432 
<151> 2003-12-12 

<160> 37 

<170> Patentln version 3-3 

<210> 1 

<211> 2663 

<212> DNA 

<213> Homo sapiens 



<400> 1 
ccaccatggc 


tccgcaccgc 


cccgcgcccg 


cgctgctttg 


cgcgctgtcc 


ctggcgctgt 


60 


gcgcgctgtc 


gctgcccgtc 


cgcgcggcca 


ctgcgtcgcg 


gggggcgtcc 


caggcggggg 


120 


cgccccaggg 


gcgggtgccc 


gaggcgcggc 


ccaacagcat 


ggtggtggaa 


caccccgagt 


180 


tcctcaaggc 


agggaaggag 


cctggcctgc 


agatctggcg 


tgtggagaag 


ttcgatctgg 


240 


tgcccgtgcc 


caccaacctt 


tatggagact 


tcttcacggg 


cgacgcctac 


gtcatcctga 


300 


agacagtgca 


gctgaggaac 


ggaaatctgc 


agtatgacct 


ccactactgg 


ctgggcaatg 


360 


agtgcagcca 


ggatgagagc 


ggggcggccg 


ccatctttac 


cgtgcagctg 


gatgactacc 


420 


tgaacggccg 


ggccgtgcag 


caccgtgagg 


tccagggctt 


cgagtcggcc 


accttcctag 


480 


gctacttcaa 


gtctggcctg 


aagtacaaga 


aaggaggtgt 


ggcatcagga 


ttcaagcacg 


540 


tggtacccaa 


cgaggtggtg 


gtgcagagac 


tcttccaggt 


caaagggcgg 


cgtgtggtcc 


600 


gtgccaccga 


ggtacctgtg 


tcctgggaga 


gcttcaacaa 


tggcgactgc 


ttcatcctgg 


660 


acctgggcaa 


caacatccac 


cagtggtgtg 


gttccaacag 


caatcggtat 


gaaagactga 


720 


aggccacaca 


ggtgtccaag 


ggcatccggg 


acaacgagcg 


gagtggccgg 


gcccgagtgc 


780 


acgtgtctga 


ggagggcact 


gagcccgagg 


cgatgctcca 


ggtgctgggc 


cccaagccgg 


840 


ctctgcctgc 


aggtaccgag 


gacaccgcca 


aggaggatgc 


ggccaaccgc 


aagctggcca 


900 


agctctacaa 


ggtctccaat 


ggtgcaggga 


ccatgtccgt 


ctccctcgtg 


gctgatgaga 


960 


accccttcgc 


ccagggggcc 


ctgaagtcag 


aggactgctt 


catcctggac 


cacggcaaag 


1020 


atgggaaaat 


ctttgtctgg 


aaaggcaagc 


aggcaaacac 


ggaggagagg 


aaggctgccc 


1080 


tcaaaacagc 


ctctgacttc 


atcaccaaga 


tggactaccc 


caagcagact 


caggtctcgg 


1140 


tccttcctga 


gggcggtgag 


accccactgt 


tcaagcagtt 


cttcaagaac 


tggcgggacc 


1200 


cagaccagac 


agatggcctg 


ggcttgtcct 


acctttccag 


ccatatcgcc 


aacgtggagc 


1260 


gggtgccctt 


cgacgccgcc 


accctgcaca 


cctccactgc 


catggccgcc 


cagcacggca 


1320 


tggatgacga 


tggcacaggc 


cagaaacaga 


tctggagaat 
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cgaaggttcc 


aacaaggtgc 
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ccataaaccc 


taccacatat 


ggacagttct 


atqqaqqcqa 


cagctacatc 


attctgtaca 


1440 


actaccacca 


taataaccac 


caqqqqcaqa 


taatctataa 


ctggcagggt 


gcccagtcta 


1500 


cccaaaataa 


yy L ^y v « ^-y 


tctgccatcc 


tgactgetea 


qctqqatqaq 


qaqctqqqaq 


1560 


ataccrctat 

y (.Uvvuv. Ly 




ataatccaaa 


ocaaoaaacc 


cgcccacctc 


atgagcctgt 


1620 


l L yy *-y yycia. 


nrrratnatr 


atrf acaaaa 


acaacacctc 


ccacaaaaac 

^y y yyy 


gggcagacag 


1680 


llll LyLLdy 


\mCL\m\m\m^ LI- LL 


l i_L-L-dy y l v_ v_ 


y ^y v. v_aav~ay 


cactaaaacc 


acccaaacta 


1740 


l Lydyy uai l 


y ll LodyyL l 


n nl" n c a r1* na 

yy Ly*-.a^-i«ya 


actccaacaa 


tacctttatt 


ctaaaaaccc 


1800 


i" r*a nfrnc 
ll Lv.ayv.Lyc 


v. Late Ly Ly y 


nt* n n fi1" a ra a 
y *-y yy Lav-ay 


aaaccaacaa 

yayv.v.ayv.ya 


aacaaaaaaa. 

y y *-o.y ay way 


"Lyyyyy 


1860 


dyydyL, LyL/c 


t-dyyyLycLy 


ft\ fin r*<~ fa a c 

^~yyy 


**y L y ^- a yy *- 


oaranaannr 
yy Layaayy l. 


an<~nanr'<^an 
ay Lyay LLay 


1970 




yyaggtct ug 


yy c 9yy aa 99 


r "l" n c c 1" a f c n 
l. LyLL Lciuey 




Lyy l Lyddyy 




dCoagdayaL 


y yd LyLLLd L 


LL LL.L. LLyLL 


f r 1~ f 1* ri r r f o 
ll l l uytL i_y 


c "t*ff aafaan 


a l LyyaLy l l 


704.0 


Lug tgaLCya 


agagg t lccx 


gg LgaycLCa 


Lyi_a.yya.ciya. 


ll LyyLddLy 


ydtyacy Ltd 


71 OO 


tgcxT-CT-gga 


caccxgggac 


cagy lcl uxg 


ll. Lygy Ltyy 


dddyycLL LL. L 


raanaanaan 

Lddy ddyddy 


71 fiO 


»a »3 /"i ra ^~ -j /-i --j 

aaaagacaga 


"anr*r*+*'t*/ , i"a -fr- 
ag ccLLgacT. 


x.c Lgcuaagc 


n/itaratrna 
yy LclL.ciLL.ya. 


n 3 rnfl a f ecu 


ytLdd LL.y y y 


7770 


cixcggcgyd.c 


yCCCd LCdLC 


g Lyy Lyaciye 


a annrt"t"t*na 
actyy l l l Lya 


y LL. LLLL ILL 


l l Ly Lyyy l, l 


77R0 


ggtLCC l xgg 


CT.gggai.gaL 


ga t Lat LyyT. 


L, Ly LyydLLL. 


l l Lyyo.Ld.yy 


y LLd Lyy l, Ly 


7^40 


agctggctgc 


ctgaggaggg 


gcagggccca 


cccatgtcac 


cggtcagtgc 


cttttggaac 


2400 


tgtccttccc 


tcaaagaggc 


ettagagega 


gcagagcagc 


tetgetatga 


gtgtgtgtgt 


2460 


gtgtgtgtgt 


tgtttctttt 


tttttttttt 


acagtatcca 


aaaatagece 


tgcaaaaatt 


2520 


cagagtcctt 


gcaaaattgt 


ctaaaatgtc 


agtgtttggg 


aaattaaatc 


caataaaaac 


2580 


attttgaagt 


gtgaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


2640 


aaaaaaaaaa 


aaaaaaaaaa 


aaa 








2663 



<210> 2 

<211> 6614 

<212> DNA 

<213> Homo sapiens 

<400> 2 



aacaaaccaa 


gccgcggcgg 


tgtccgcggc 


cctgccgagc 


cctcggcgtt 


gectcagaat 


60 


cccccagtcg 


cctgggcccc 


teggctctga 


caggccgcgg 


ccttctgtcc 


cccggcccca 


120 


gacccagagc 


egaggggect 


gctcgcgtcc 


ttgtccgccc 


ggacccctcc 


ctgcctccta 


180 


gagttcgggg 


ccgcggcggg 


cgggcgcccg 


ggacgccggc 


ggttgtgtcg 


gettageggt 


240 


gccgaatggg 


cggttggtaa 


ccgctgccga 


ggactaggcg 


gcggcggaag 


atggtgccgg 


300 


gggtcgctgg 


ctctgctgct 


gccgccggcg 


aaggaggagg 


cgttgccggt 


tttctgagtt 


360 


taaccagtaa tgccattcag 


ttgecaatet 


caagcaaagc 


aaacataagc 


cagttttaat 


420 


ctacttttta 


agaaaagtgg 


tagtcctttt 


cacagtgcct 


gaegtaactg 


tatcagaggg 


480 
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tgaggtataa 


gctcacagaa 


ttcagataaa 


tcatcatgaa 


gttatatgta 


tttctggtta 


540 


acactggaac 


tactctaaca 


tttgacactg 


aacttacagt 


gcaaactgtg 


gcagacctta 


600 


agcatgccat 


tcaaagcaaa 


tacaagattg 


ctattcaaca 


ccaggtgctg 


gtggtcaatg 


660 


gaggagaatg 


catggctgca 


gatcgaagag 


tgtgtaccta 


cagtgctggg 


acggatacaa 


720 


atccaatttt 


tctttttaac 


aaagaaatga 


tcttatgtga 


tcgtccacct 


gctattccta 


780 


aaactacctt 


ttcgacagaa 


aatgacatgg 


aaataaaagt 


tgaagaatct 


cttatgatgc 


840 


ctgcagtttt 


tcatactgtt 


gcttcaagga 


cacagcttgc 


attggaaatg 


tatgaagttg 


900 


ccaagaaact 


ttgttctttt 


tgtgaaggtc 


ttgtacatga 


tgaacatctt 


caacaccaag 


960 


gctgggctgc 


aatcatggcc 


aacctggagg 


actgttcaaa 


ttcataccaa 


aagctacttt 


1020 


tcaagtttga 


aagtatttat 


tcaaattatc 


tgcagtccat 


agaagacatc 


aagttaaaac 


1080 


ttactcattt 


aggaactgca 


gtttcagtaa 


tggccaagat 


tccactgttg 


gagtgcctaa 


1140 


ccagacatag 


ttacagagaa 


tgtttgggaa 


gactggattc 


tttacctgaa 


catgaagact 


1200 


cagaaaaagc 


tgagacgaaa 


agatccactg 


aactggtgct 


ctctcctgat 


atgcctagaa 


1260 


caactaacga 


atctttgtta 


acctcatttc 


ccaagtcagt 


ggaacatgtg 


tccccagata 


1320 


ccgcagatgc 


tgaaagtggc 


aaagaaatta 


gggaatcttg 


tcaaagtact 


gtt cat cage 


1380 


aagatgaaac 


tacgattgac 


actaaagatg 


gtgatctgcc 


cttttttaat 


gtctctttgt 


1440 


tagactggat 


aaatgttcaa 


gatagaccta 


atgatgtgga 


atctttggtc 


aggaagtget 


1500 


ttgattctat 


gagcaggctt 


gatccaagga 


ttattcgacc 


atttatagca 


gaatgccgtc 


1560 


aaactattgc 


caaacttgat 


aatcagaata 


tgaaagccat 


taaaggactt 


gaagategge 


1620 


tctacgccct 


ggaccagatg 


attgctagct 


gtggccgact 


ggtgaatgaa 


cagaaagagc 


1680 


ttgctcaggg 


atttttagct 


aatcagaaga 


gagctgaaaa 


cttaaaggat 


gcatctgtat 


1740 


tacctgattt 


atgcctgagt 


cacgcaaatc 


agttgatgat 


tatgttgcaa 


aatcatagaa 


1800 


aactgttaga 


tattaagcag 


aagtgtacca 


ctgccaaaca 


agaactagca 


aataacctac 


1860 


atgtcagact 


gaagtggtgt 


tgctttgtaa 


tgcttcatgc 


tgatcaagat 


ggagagaagt 


1920 


tacaagcttt 


gctccgcctc 


gtaatagagc 


tgttagaaag 


agtcaaaatt 


gttgaagctc 


1980 


ttagtacagt 


tcctcagatg 


tactgcttag 


ctgttgttga 


ggttgtaaga 


agaaaaatgt 


2040 


tcataaaaca 


ctacagggag 


tgggctggtg 


ctttagtcaa 


agatggaaag 


agattatatg 


2100 


aagcagaaaa 


atcaaaaagg 


gaatcctttg 


ggaaattatt 


taggaagtct 


tttttaagaa 


2160 


atcgtctgtt 


taggggactg 


gactcctggc 


ccccttcctt 


ttgtactcaa 


aagcctcgaa 


2220 


agtttgactg 


tgaacttcca 


gatatttcat 


taaaagattt 


acagtttctg 


caatcatttt 


2280 


gtccttcgga 


agttcagcca 


ttcctcaggg 


ttcccttact 


ttgtgacttt 


gaacctctac 


2340 


accagcatgt 


acttgctcta 


cataatttgg 


taaaagcagc 


acaaagtttg 


gatgaaatgt 


2400 


cacagaccat 


tacagatcta 


ctgagtgaac 


aaaaggcatc 


tgtgagtcag 


acatccccac 


2460 


agtctgcttc 


ttcaccaagg 


atggaaagta 


cagcaggaat 


tacaactact 


acctcaccga 


2520 
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gaactcctcc 


accactgact 


gttcaggatc 


ccttatgtcc 


tgcagtttgt 


cccttagaag 


2580 


aattatctcc 


agatagtatt 


gatgcacata 


cgtttgattt 


tgaaactatt 


ccccatccaa 


2640 


acatagaaca 


gactattcac 


caagtttctt 


tagacttgga 


ttcattagca 


gaaagtcctg 


2700 


aatcagattt 


tatgtctgct 


gtgaatgagt 


ttgtaataga 


agaaaatttg 


tcgtctccta 


2760 


atcctataag 


tgatccacaa 


agcccagaaa 


tgatggtgga 


atcactttat 


tcatcagtta 


2820 


tcaatgcgat 


agacagtaga 


cgaatgcagg 


atacaaatgt 


atgtggtaag 


gaggattttg 


2880 


gagatcatac 


ttctctgaat 


gtccagttgg 


aaagatgtag 


agttgttgcc 


caagactctc 


2940 


acttcagtat 


acaaaccatt 


aaggaagacc 


tttgccactt 


tagaacattt 


gtacaaaaag 


3000 


aacagtgtga 


cttctcaaat 


tcattaaaat 


gtacagcagt 


agaaataaga 


aacattattg 


3060 


aaaaagtaaa 


atgttctctg 


gaaataacac 


taaaagaaaa 


acatcaaaaa 


gaactactgt 


3120 


ctttaaaaaa 


tgaatatgaa 


ggtaaacttg 


acggactaat 


aaaggaaact 


gaagagaatg 


3180 


aaaacaaaat 


taaaaaattg 


aagggagagt 


tagtatgcct 


tgaggaggtt 


ttacaaaata 


3240 


aagataatga 


atttgctttg 


gttaaacatg 


aaaaagaagc 


tgtaatctgc 


ctgcagaatg 


3300 


aaaaggatca 


gaagttgtta 


gagatggaaa 


atataatgca 


ctctcaaaat 


tgtgaaatta 


3360 


aagaactgaa 


gcagtcacga 


gaaatagtgt 


tagaagactt 


aaaaaagctc 


catgttgaaa 


3420 


atgatgagaa 


gttacagtta 


ttgagggcag 


aacttcagtc 


cttggagcaa 


agtcatctaa 


3480 


aggaattaga 


ggacacactt 


caggttaggc 


acatacaaga 


gtttgagaag 


gttatgacag 


3540 


accacagagt 


ttctttggag 


gaattaaaaa 


aggaaaacca 


acaaataatt 


aatcaaatac 


3600 


aagaatctca 


tgctgaaatt 


atccaggaaa 


aagaaaaaca 


gttacaggaa 


ttaaaactca 


3660 


aggtttctga 


tttgtcagac 


acgagatgca 


agttagaggt 


tgaacttgcg 


ttgaaggaag 


3720 


cagaaactga 


tgaaataaaa 


attttgctgg 


aagaaagcag 


agcccagcag 


aaggagacct 


3780 


tgaaatctct 


tcttgaacaa 


gagacagaaa 


atttgagaac 


agaaattagt 


aaactcaacc 


3840 


aaaagattca 


ggataataat 


gaaaattatc 


aggtgggctt 


agcagagcta 


agaactttaa 


3900 


tgacaattga 


aaaagatcag 


tgtatttccg 


agttaattag 


tagacatgaa 


gaagaatcta 


3960 


atatacttaa 


agctgaatta 


aacaaagtaa 


catctttgca 


taaccaagca 


tttgaaatag 


4020 


aaaaaaacct 


aaaagaacaa 


ataattgaac 


tgcagagtaa 


attggattca 


gaattgagtg 


4080 


ctcttgaaag 


acaaaaagat 


gaaaaaatta 


cccaacaaga 


agagaaatac 


gaagctatta 


4140 


tccagaacct 


tgagaaagac 


agacaaaaat 


tggtcagcag 


ccaggagcaa 


gacagagaac 


4200 


agttaattca 


gaagcttaat 


tgtgaaaaag 


atgaagctat 


tcagactgcc 


ctaaaagaat 


4260 


ttaaattgga 


gagagaagtt 


gttgagaaag 


agttattaga 


aaaagttaaa 


catcttgaga 


4320 


atcaaatagc 


aaaaagtcct 


gccattgact 


ctaccagagg 


agattcttca 


agcttagttg 


4380 


ctgaacttca 


agaaaagctt 


caggaagaaa 


aagctaagtt 


tctagaacaa 


cttgaagagc 


4440 


aagaaaaaag 


aaagaatgaa 


gaaatgcaaa 


atgttcgaac 


atctttgatt 


gcggaacaac 


4500 


agaccaattt 


taacactgtt 


ttaacaagag 


agaaaatgag 


aaaagaaaac 


ataataaatg 


4560 



Page 4 



WO 2005/059108 



PCT/US2004/041883 



atcttagtga 


taagttgaaa 


agtacaatgc 


agcaacaaga 


acgggataaa 


gatttgatag 


4620 


agtcactttc 


tgaagatcga 


gctcgtttgc 


ttgaggaaaa 


gaaaaagctt 


gaagaagaag 


4680 


tcagtaagtt 


gcgcagtagc 


agttttgttc 


cttcaccata 


tgtagctaca 


gccccagaac 


4740 


tttatggagc 


ttgtgcacct 


gaactcccag 


gtgaatcaga 


tagatccgct 


gtggaaacag 


4800 


cagatgaagg 


aagagtggat 


tcagcaatgg 


agacaagcat 


gatgtctgta 


caagaaaata 


4860 


ttcatatgtt 


gtctgaagaa 


aaacagcgga 


taatgctgtt 


agaacgaaca 


ttgcaattga 


4920 


aagaagaaga 


aaataaacgg 


ttaaatcaaa 


gactgatgtc 


tcagagcatg 


tcttcagtat 


4980 


cttcaaggca 


ttctgaaaag 


atagctatta 


gagattttca 


ggtgggagat 


ttggtactca 


5040 


tcatcctaga 


cgaacgccat 


gacaattatg 


tgttatttac 


tgttagtcct 


actttatatt 


5100 


ttctacattc 


agagtctcta 


cctgccctgg 


atctcaaacc 


agcttcaggt 


gcatctagaa 


5160 


gaccctgggt 


actcggaaaa 


gtaatggaaa 


aagaatactg 


tcaagccaaa 


aaggcacaaa 


5220 


acagatttaa 


agttcctttg 


gggacaaagt 


tttacagagt 


gaaagccgta 


tcatggaata 


5280 


agaaagtata 


acttatggac 


aaaattaata 


cattctatga 


catttttttc 


tgatttgtcc 


5340 


tgcagtgctc 


attcatcact 


ccaaaaacag 


caggccatct 


ttttatgcaa 


aagtcagcgt 


5400 


gacaatatac 


ttcactggtg 


tacatcgttt 


actttttaac 


tggcttcatt 


ttaggaataa 


5460 


taaattcatc 


agaatccttg 


gctgaattaa 


aatggttttt 


gttttttggt 


tttttttttt 


5520 


acccagacaa 


ctctagaaat 


gcggaccaaa 


ctacttcatt 


ttctcaaagg 


gcataccttg 


5580 


tgcattgtgg 


cttatgatga 


gccatattaa 


ttgcctgtta 


aatatacact 


agcttgaact 


5640 


tagatgttaa 


atgttattat 


taccagcatt 


tgtccttttg 


tgaaatcagt 


atcagaatac 


5700 


ttgcactctt 


taacacattc 


tttataaaat 


gtataaatta 


ttcagaacta 


tttaaaataa 


5760 


agaggagtgt 


tattgcatgc 


tgataatcat 


tttgagtttg 


cctcagtaga 


tactaaagca 


5820 


aattgtttca 


gtttttttaa 


atgccctttg 


atgtttcaaa 


aaaaaaaagg 


aactgtaatt 


5880 


tgattgactg 


attttaagat 


cagccataag 


taatcagcaa 


tcttcaaaag 


cactttcagt 


5940 


ggattggtca 


tctgggttct 


aaagggaaga 


gtctgtgcta 


ctaaccattt 


caaatgcaga 


6000 


ctcaaacctt 


cccaacatct 


ttatgactct 


agaataatca 


tattgatgaa 


atcgtaattc 


6060 


atggttgagt 


ttcagaacaa 


aagatattca 


ttgcacatta 


accatttaga 


ggtcatttaa 


6120 


ataacaaaat 


attgtattgt 


aaaagaactg 


tacaatttta 


aaacaataaa 


gatttgaacc 


6180 


tgtaaatgtg 


tgtgcctttt 


aaagaaggat 


acatttttaa 


tatatttgag 


tgattgctgg 


6240 


gaagtgtgaa 


aatattgtta 


tgtatcatat 


caaagagaaa 


catgtttatt 


acaaaaatgt 


6300 


tctttaacta 


tatactatgt 


aacagggtaa 


acagtgttat 


gtagaataga 


attgtgtaaa 


6360 


ctagatcttt 


agagaagttg 


ccattgagca 


aagttattta 


aatgagttag 


ttgagttgga 


6420 


tgagaattgt 


ttgaggtttg 


ttgctagaga 


acaataataa 


aataattctt 


tttcagaaaa 


6480 


tatttaattt 


cttcataaaa 


ataagttaaa 


tattttttta 


aatatgtata 


tctaatagta 


6540 


caaaatggaa 


taaacatcat 


agtgtataga 


aaactgaatt 
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tgacaagtta 


atgaataaat 


6600 
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gaacaaatga tttc 



<210> 3 
<211> 2281 
<212> DNA 
<213> Homo sapiens 




<400> 3 
agctgaggtg 


tgagcagctg 


ccgaagtcag 


tcgccgaggc 


accgaggcac 


tcagaggagg 


ccgggccggc 


ggcccagagc 


cgagccaagc 


ggatgcgtgt 


tcgcgggtgt 


gtgctgcgtt 


agaaccggct 


ggggatgtcc 


gtcagaaccc 


cggcccagtg 


gacagcgagc 


agctgagccg 


ccaggaggcc 


cgtgagcgat 


ggaacttcga 


cttcgcctgg 


gagcgtgtgc 


ggggccttgg 


ccggcgaggc 


cgggatgagt 


tgggaggagg 


gcaggggaca 


gcagaggaag 


accatgtgga 


ctcaggggag 


caggctgaag 


ggtccccagg 


gcggcagacc 


agcatgacag 


atttctacca 


gaagccctaa 


tccgcccaca 


ggaagcctgc 


cgctctacat 


cttctgcctt 


agtctcagtt 


tttaaacacc 


tcctcatgta 


cataccctgg 


gaattattta 


aacaaaaact 


aggcggttga 


ttattttatg 


aaatactatt 


taaagcctcc 


ggaggttggg 


tgggccggct 


tcatgccagc 


ggtaccctct 


ggaggggtgt 


ggctccttcc 


ccccctttcc 


tggacactca 


gacctgaatt 


ctttgaaggg 


gcctcaccga 


gtgggggcat 


tctaaggttg 


ggcagggtga 


cccxgaagxg 


gtaccctcct 


ggctcttgat 


aCCCCCCXC L 


ctggagcaga 


ccaccccgcc 


tgccctcatg 


tcagtgttga 


gccttttccc 


tctttggctc 


cttcttctcc 


agctgggctc 


tgcaattccc 


cccttcagta 


ccctctcagc 


tccaggtggc 


gctcaatgga 


ctggaagggg 


aagggacaca 


ggcagctcaa 


gcagcgaccg 


ccccctcctc 


gcacaggccc 


ccttgagtgg 


ggttatctct 



6614 



ttccttgtgg 


agccggagct 


gggcgcggat 


bU 


tgagagagcg 


gcggcagaca 


acaggggacc 


120 


gtgcccgcgt 


gtgtccctgc 


gtgtccgcga 


180 


cacaggtgtt 


tctgcggcag 


gcgccatgtc 


240 


atgcggcagc 


aaggcctgcc 


gccgcctctt 


300 


cgactgtgat 


gcgctaatgg 


cgggctgcat 


360 


ctttgtcacc 


gagacaccac 


tggagggtga 


420 


cctgcccaag 


ctctaccttc 


ccacggggcc 


480 


caggcggcct 


ggcacctcac 


ctgctctgct 


540 


cctgtcactg 


tcttgtaccc 


ttgtgcctcg 


600 


tggacctgga 


gactctcagg 


gtcgaaaacg 


660 


ctccaaacgc 


cggctgatct 


tctccaagag 


720 


agtcctggaa 


gcgcgagggc 


ctcaaaggcc 


780 


tgtgtgtctt 


aattattatt 


tgtgttttaa 


840 


ccgccccctg 


ccccccagcc 


tctggcatta 


r\r\r\ 

900 


atgagaggtt 


cctaagagtg 


ctgggcattt 


960 


tcatcccgtg 


ttctcctttt 


cctctctccc 


■I 

1QZ0 


tacxxcctcc 


txcccacttg 


tccgcxgggt 


XUoU 


catcgctgtic 


acaggcggxx 


axgaaaxxca 


JLJ/tU 


CXl.XT-T.CaLL 


Xgagaay LcLa 


dLdLJa Ly y La 


i ?nn 


catcaaaaac 


tttggagtcc 


cctcacctcc 


1260 


agcacagcct 


agggctgagc 


tggggacctg 


1320 


gtcttgtgaa 


ggcaggggga 


aggtggggtc 


1380 


gcccctctga 


cctgcactgg 


ggagcccgtc 


1440 


ccctgtacct 


tttgaggagc 


cccagctacc 


1500 


ctctgctgct 


gtccctcccc 


cttgtccttt 


1560 


tctgaggtgc 


ctgtcccacc 


cccaccccca 


1620 


caagaagaag 


ggcaccctag 


ttctacctca 


1680 


tagctgtggg 


ggtgagggtc 


ccatgtggtg 


1740 


gtgttagggg 


tatatgatgg 


gggagtagat 


1800 
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ctttctagga gggagacact ggcccctcaa atcgtccagc gaccttcctc atccacccca 1860 

tccctcccca gttcattgca ctttgattag cagcggaaca aggagtcaga cattttaaga 1920 

tggtggcagt agaggctatg gacagggcat gccacgtggg ctcatatggg gctgggagta 1980 

gttgtctttc ctggcactaa cgttgagccc ctggaggcac tgaagtgctt agtgtacttg 2040 

gagtattggg gtctgacccc aaacaccttc cagctcctgt aacatactgg cctggactgt 2100 

tttctctcgg ctccccatgt gtcctggttc ccgtttctcc acctagactg taaacctctc 2160 

gagggcaggg accacaccct gtactgttct gtgtctttca cagctcctcc cacaatgctg 2220 

aatatacagc aggtgctcaa taaatgattc ttagtgactt taaaaaaaaa aaaaaaaaaa 2280 

a 2281 

<210> 4 

<211> 2140 

<212> DNA 

<213> Homo sapiens 

<400> 4 



agctgaggtg 


tgagcagctg 


ccgaagtcag 


ttccttgtgg agccggagct 


gggcgcggat 


60 


tcgccgaggc 


accgaggcac 


tcagaggagg 


cgccatgtca gaaccggctg 


gggatgtccg 


120 


tcagaaccca 


tgcggcagca 


aggcctgccg 


ccgcctcttc ggcccagtgg 


acagcgagca 


180 


gctgagccgc 


gactgtgatg 


cgctaatggc 


gggctgcatc caggaggccc 


gtgagcgatg 


240 


gaacttcgac 


tttgtcaccg 


agacaccact 


ggagggtgac ttcgcctggg 


agcgtgtgcg 


300 


gggccttggc 


ctgcccaagc 


tctaccttcc 


cacggggccc cggcgaggcc 


gggatgagtt 


360 


gggaggaggc 


aggcggcctg 


gcacctcacc 


tgctctgctg caggggacag 


cagaggaaga 


420 


ccatgtggac 


ctgtcactgt 


cttgtaccct 


tgtgcctcgc tcaggggagc 


aggctgaagg 


480 


gtccccaggt 


ggacctggag 


actctcaggg 


tcgaaaacgg cggcagacca 


gcatgacaga 


540 


tttctaccac 


tccaaacgcc 


ggctgatctt 


ctccaagagg aagccctaat 


ccgcccacag 


600 


gaagcctgca 


gtcctggaag 


cgcgagggcc 


tcaaaggccc gctctacatc 


ttctgcctta 


660 


gtctcagttt 


gtgtgtctta 


attattattt 


gtgttttaat ttaaacacct 


cctcatgtac 


720 


ataccctggc 


cgccccctgc 


cccccagcct 


ctggcattag aattatttaa 


acaaaaacta 


780 


ggcggttgaa 


tgagaggttc 


ctaagagtgc 


tgggcatttt tattttatga 


aatactattt 


840 


aaagcctcct 


catcccgtgt 


tctccttttc 


ctctctcccg gaggttgggt 


gggccggctt 


900 


catgccagct 


acttcctcct 


ccccacttgt 


ccgctgggtg gtaccctctg 


gaggggtgtg 


960 


gctccttccc 


atcgctgtca 


caggcggtta 


tgaaattcac cccctttcct 


ggacactcag 


1020 


acctgaattc 


tttttcattt 


gagaagtaaa 


cagatggcac tttgaagggg 


cctcaccgag 


1080 


tgggggcatc 


atcaaaaact 


ttggagtccc 


ctcacctcct ctaaggttgg 


gcagggtgac 


1140 


cctgaagtga 


gcacagccta 


gggctgagct 


ggggacctgg taccctcctg 


gctcttgata 


1200 


cccccctctg 


tcttgtgaag 


gcagggggaa 


ggtggggtac tggagcagac 


caccccgcct 


1260 
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gccctcatgg 


cccctctgac 


ctgcactggg 


ctttggctcc 


cctgtacctt 


ttgaggagcc 


tgcaattccc 


ctctgctgct 


gtccctcccc 


tccaggtggc 


tctgaggtgc 


ctgtcccacc 


aagggacaca 


caagaagaag 


ggcaccctag 


ccccctcctc 


tagctgtggg 


ggtgagggtc 


ggttatctct 


gtgttagggg 


tatatgatgg 


ggcccctcaa 


atcgtccagc 


gaccttcctc 


ctttgattag 


cagcggaaca 


aggagtcaga 


gacagggcat 


gccacgtggg 


ctcatatggg 


cgttgagccc 


ctggaggcac 


tgaagtgctt 


aaacaccttc 


cagctcctgt 


aacatactgg 


gtcctggttc 


ccgtttctcc 


acctagactg 


gtactgttct 


gtgtctttca 


cagctcctcc 


taaatgattc 


ttagtgactt 


L adaaaaada 


<210> 5 

<211> 1536 

<212> DNA 

<213> Homo sapiens 




<400> 5 

gggggggggg 


ggaccacttg 


gcctgcctcc 


cccgccgcgc 


cacttcgcct 


gcctccgtcc 


tcggagctgc 


cgcgccggcc 


cttgcccccc 


ccgccgcacg 


gggagctgca 


gtacctgggg 


aggaaggacg 


accgcacggg 


caccggcacc 


agcctgagag 


atgaattccc 


tctgctgaca 


gaggagttgc 


tgtggtttat 


caagggatcc 


gtgaaaatct 


gggatgccaa 


tggatcccga 


agagaagaag 


gggacttggg 


cccagtttat 


tacagagata 


tggaatcaga 


ttattcagga 


gacaccatca 


aaaccaaccc 


tgacgacaga 


gatcttcctc 


tgatggcgct 


gcctccatgc 


agtgagctgt 


cctgccagct 


gtaccagaga 


aacatcgcca 


gctacgccct 


gctcacgtac 


ggtgacttta 


tacacacttt 


gggagatgca 


aaaattcagc 


ttcagcgaga 


acccagacct 



gagcccgtct 


cagtgttgag 


ccttttccct 


1320 


ccagcttacc 


cttcttctcc 


agctgggctc 


1380 


cttgtctttc 


ccttcagtac 


cctctcatgc 


1440 


cccaccccca 


gctcaatgga 


ctggaagggg 


1500 


ttctacctca 


ggcagctcaa 


gcagcgaccg 


1560 


ccatgtggtg 


gcacaggccc 


ccttgagtgg 


1620 


gggagtagat 


ctttctagga 


gggagacact 


1680 


atccacccca 


tccctcccca 


gttcattgca 


1740 


cattttaaga 


tggtggcagt 


agaggctatg 


1800 


gctgggagta 


gttgtctttc 


ctggcactaa 


1860 


agtgtacttg 


gagtattggg 


gtctgacccc 


1920 


cctggactgt 


tttctctcgg 


ctccccatgt 


1980 


taaacctctc 


gagggcaggg 


accacaccct 


2040 


cacaatgctg 


aatatacagc 


aggtgctcaa 


2100 


aaaaaaaaaa 






2140 


gtcccgccgc 


gccacttggc 


ctgcctccgt 


60 


cccgcccgcc 


gcgccatgcc 


tgtggccggc 


120 


gccgcacagg 


agcgggacgc 


cgagccgcgt 


180 


cagatccaac 


acatcctccg 


ctgcggcgtc 


240 


ctgtcggtat 


tcggcatgca 


ggcgcgctac 


300 


accaaacgtg 


tgttctggaa 


gggtgttttg 


360 


acaaatgcta 


aagagctgtc 


ttccaaggga 


420 


gactttttgg 


acagcctggg 


attctccacc 


480 


ggcttccagt 


ggaggcattt 


tggggcagaa 


540 


cagggagttg 


accaactgca 


aagagtgatt 


600 


agaatcatca 


tgtgcgcttg 


gaatccaaga 


660 


catgccctct 


gccagttcta 


tgtggtgaac 


720 


tcgggagaca 


tgggcctcgg 


tgtgcctttc 


780 


atgattgcgc 


acatcacggg 


cctgaagcca 


840 


catatttacc 


tgaatcacat 


cgagccactg 


900 


ttcccaaagc 


tcaggattct 


tcgaaaagtt 


960 
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gagaaaattg 


atgacttcaa 


agctgaagac 


tttcagattg aagggtacaa tccgcatcca 


1020 


actattaaaa 


tggaaatggc 


tgtttagggt 


gctttcaaag gagcttgaag gatattgtca 


1080 


gtctttaggg 


gttgggctgg 


atgccgaggt 


aaaagttctt tttgctctaa aagaaaaagg 


1140 


aactaggtca 


aaaatctgtc 


cgtgacctat 


cagttattaa tttttaagga tgttgccact 


1200 


ggcaaatgta 


actgtgccag 


ttctttccat 


aataaaaggc tttgagttaa ctcactgagg 


1260 


gtatctgaca 


atgctgaggt 


tatgaacaaa 


gtgaggagaa tgaaatgtat gtgctcttag 


1320 


caaaaacatg 


tatgtgcatt 


tcaatcccac 


gtacttataa agaaggttgg tgaatttcac 


1380 


aagctatttt 


tggaatattt 


ttagaatatt 


ttaagaattt cacaagctat tccctcaaat 


1440 


ctgagggagc 


tgagtaacac 


catcgatcat 


gatgtagagt gtggttatga actttatagt 


1500 


tgttttatat 


gttgctataa 


taaagaagtg 


ttctgc 


1536 


<210> 6 

<211> 783 

<212> DNA 

<213> Homo sapiens 








<400> 6 
ggcacgagcg 


agttcctgtc 


tctctgccaa 


cgccgcccgg atggcttccc aaaaccgcga 


60 


cccagccgcc 


actagcgtcg 


ccqccqcccq 


taaaqgagct qaqccqagcg qqqqcqccqc 


120 


ccggggtccg 


gtgggcaaaa 


ggctacagca 


ggagctgatg accctcatga tgtctggcga 


180 


taaagggatt 


tctgccttcc 


ctgaatcaga 


caaccttttc aaatgggtag ggaccatcca 


240 


tggagcagct 


ggaacagtat 


atgaagacct 


gaggtataag ctctcgctag agttccccag 


300 


tggctaccct 


tacaatgcgc 


ccacagtgaa 


gttcctcacg ccctgctatc accccaacgt 


360 


ggacacccag 


ggtaacatat 


gcctggacat 


cctgaaggaa aagtggtctg ccctgtatga 


420 


tgtcaggacc 


attctgctct 


ccatccagag 


ccttctagga gaacccaaca ttgatagtcc 


480 


cttgaacaca 


catgctgccg 


agctctggaa 


aaaccccaca gcttttaaga agtacctgca 


540 


agaaacctac 


tcaaagcagg 


tcaccagcca 


ggagccctga cccaggctgc ccagcctgtc 


600 


cttgtgtcgt 


ctttttaatt 


tttccttaga 


tggtctgtcc tttttgtgat ttctgtatag 


660 


gactctttat 


cttgagctgt 


ggtatttttg 


ttttgttttt gtcttttaaa ttaagcctcg 


720 


gttgagccct 


tgtatattaa 


ataaatgcat 


ttttgtcctt ttttaaaaaa aaaaaaaaaa 


780 


aaa 








783 


<210> 7 

<211> 4068 

<212> DNA 

<213> Homo sapiens 








<400> 7 

gaattcctcc tctcttcacc 


ccgttagctg 


ttttcaatgt aatgctgccg tccttctctt 


60 


gcactgcctt ctgcgctaac 


acctccattc 


ctgtttataa ccgtgtattt attacttaat 


120 


gtatataatg taatgttttg 


taagttatta 


atttatatat ctaacattgc ctgccaatgg 
Page 9 
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tggtgttaaa 


tttgtgtaga 


aaactctgcc 


taagagttac 


gactttttct 


tgtaatgttt 


240 


tatattatat 

*~y l v. l y l y l 


attatataac 

VI L L KA L %A L w 


ccaaacgtca 


cttagtagag 


acatatggee 


cccttggcag 


300 


ay ay y a ^» *^y y 


Gataaacttt 
yy *-y y y ^- *- *- *- 


tgttcaaagg 


atctaccctt 

»J L V» Ly V» \— L L 


tccctgcctg 


agttgctact 


360 


LV. LyLaLuClL 


ccctttataa 


accag ttttc 


acccaaatt't 


tgactgtttc 


atttagaaga 


420 


aaay Laaaa l 


nafiaaaaanc 

y ayaaaaay l 


tttcctcatt 

L L LLL k\>U L 1. 


LV. lll l Ly ay 


ataacaaaac 

cl Lyyuiuayw 


actcaoaaat 


480 


na ^a*t~f*a rat 

y dLd ILata L 


uLLL Laaaya 


acrrtflanat 

ulll ^y yy c* l 


flartaaonra 

yaL Laayyua 


aaaaaaatct 

yayay ay ll l 


aaaaaaactc 

uuyuuauL ll 


540 


tttnntnrtt 


c +■ n f c *t* +" 1" a n 
v. lyLL l l uay 


ttttarjoara 

LLL Lay y CIV.CV 


rat*t"t*a1*nra 

\md l l La Ly L>a 


nataaactta 

yaLyayLL lo 


taaoaaarrn 

LuciyciycLLLy 


600 


ttrrrtrrnr 
L LLLLLLLyL 


r- f-t- r +• f r* r t r 

UlLLLLLL LL 


anannaantt 
ayay yaciy l l 


trttnntana 
ll l Ly y Lay a 


frarrnarar 

LLaLLyaLaL 


rtratrrann 
l llo l LLay y 


660 

VOL* 


cggggggtxg 


ggggydddL l 


y y v. <* L. Lay l, 


ratrrrannr 
v,a LLLLayyL 


ananrarra c 
ay ay LaLLaL 


Ly Lya l l Ly l 


770 


XLXcexggxg 


gagagagcxg 


na a nn a a nna 

yaayyaayya 


n f f a n m +■ n r* 

yLL-ayLy uyL. 


aaataatnaa 
add Ldd Ly dd 


yy dy L.dv_y yy 


7R0 


ggCaCC L LCa 


gxagcacegg 


aatranrnnt 

aaxcaycyy l 


ggxagcggxg 


dLXXXy L. Ld L 


nnaranrrtn 
yydLdy L-xxy 




cagccgcxcc 


agecxaacxa 


a 1~ rt r n+ n 

caxy tc,xy xg 


-t* n 1- 1- 1- n 1~ "I - 1- n 

xgxxxgxxxy 


/~anaanaa+"/~ 
Ldyddydd LL 


ttatraaaaa 
L Ld LLddddd 




xxagcdaxgg 


aaacgcxgga 


finaattanar 
yyddLLdydL 


xggxgxxxag 


arranrtaria 
dLLdy L Lay d 


narrataran 
y dLLd LdLdy 


Q60 


accxaccggx 


c xg xcag xga 


gaxggcxxcx 


aa/~a anttra 

aacaagxxca 


aaanaa+*nr*+* 

aaagaaxgcx 


naa^^*nnnan 

y ddLty y y ay 


±\Jc.\I 


cxgacacacc 


+■ r4*ca na nrs +* 

xcxcagagax 


gagecgaxca 


gggaaccagg 


xgxcxgaaxa 


caxxxcaaax 


JLUOU 


actttctxag 


acaagcagaa 


xgaxgxggag 


axcccaxcxc 


cxacccagaa 


ana*~annnan 

agacagggag 


±±*t U 


aaaaagaaaa 


^n^*^n^*^n^*+* 
agcagcagcx 


caxgacccag 


a + aan"l"nnan 

axaagxggag 


"triaanaaa'H" 

xgaagaaaxx 


aa"t*n/*a*t*a n1* 

aaxgcaxagx 


ItUU 


xcaagccxaa 


acaaxacaag 


caxcxcacgc 


xxxggagxca 


arartna aa a 
dLaLLyaddd 


tnaanatrar 
LLjddy d LLdL 




c xggccaagg 


a/ir+nna ana 

agexggaaga 


CCiyddLddd 


Lyy y y ll l La 


a ralr'H-t 1 a a 
dLdLL L L Ldd 


xgxgycxggd 


1 ^70 


lallCICata 


axayaLLLL x 


aaratnratr 
ddLdLyL-dLL 


a 1~ri 1" a t* n a 
a Ly La Ly L. La 


tattrranna 
Ld L LLLdyyd 


a a nana tT"tr~ 
ddy dydLL LL 


1 380 


CLdadgdLdL 


LLdydd LL LL 


atrtnarara 
dLL LydLdLd 


L L La LduLL L 


a ratnatna r 
dLd Ly d Ly dL 


tttanaanar 

L L Lay ddy dL 


1440 


rattarratt 

Ld L LdLLa L L 


i~tna<"n trine 
v. LydLy Lyy l 


afatraraar 

a La Lv-aLaaL 


ayLL LyLav>y 


r 1" n r T n a t* n t 
l Ly L Lyd Ly l 


anrrrafltra 

dyLLLay LLy 


1500 


ttLLLd Ly L LL 


trrtttrtar 


arranrattfl 
aLLay L>a l La 


n a c c\ c 1" n 1" c 1* 
yaLyL Ly lll 


tea ra oat - tt 

LLaLaya lll 


yydya lll Ly 


1560 

-J — J \JKJ 


y l Ly i_*-d lll 




ratrratnar 


a 1* t* a at cat r 

y L LyU LLCL LL 


ctaaaatctc 

l Ly y ay ll ll 


caatcaattt 

LClU LLuy LLL 


1620 


rtratcaaca 


caaattcaaa 

L.UUUL l«V«W>l\^M 


act "tact tta 


atatataata 


ataaatctat 


gttggaaaat 


1680 


ratcacctta 

v„ ci lloll l i- y 


ctataaattt 

v- **yyy lll 


caaactacta 


caaaaaoaac 


actataacat 


cttcataaat 


1740 


ctcaccaaaa 


aacaacatca 


aacactcaaa 


aagatggtta 


ttgacatggt 


gttagcaact 


1800 


aatatatcta 

y ci l c* l y v. v> v_ ca 


aacatataaa 


cctgctggca 


gacctgaaga 


caataataaa 


aacgaagaaa 


1860 


gttacaagtt 


j** f% *"* Hh* *4* 

caggegttet 


xctccxagac 


aac xataccg 


axegcat tea 


ggtccttcgc 


xyzu 


aacatggtac 


actgtgcaga 


cctgagcaac 


cccaccaagt 


ccttggaatt 


gtatcggcaa 


1980 


tggacagacc 


gcatcatgga 


ggaatttttc 


cagcagggag 


acaaagagcg 


ggagagggga 


2040 


atggaaatta 


gcccaatgtg 


tgataaacac 


acagcttctg 


tggaaaaatc 


ccaggttggt 


2100 


ttcatcgact 


acattgtcca 


tccattgtgg 


gagacatggg 


cagatttggt 


acagectgat 


2160 


gctcaggaca 


ttctcgatac 


cttagaagat 


aacaggaact 


ggtatcagag 


catgatacct 


2220 
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raaantrrrt" 


rarraccact 


aaacaaaraa 


aa ra on n art* 


accaaaatct qatqqaqaaa 


2280 


Irani* 


aarTaartct 


coat 0 arm a a 

vyo t-y ciy y ad 


nal"lrl"na an 


aacctaaaaa aaaaaaaaaa 

ya^^Lyayuu jzj^zjzjzj^zj^zj 


2340 


nnaf~a ranrt* 
y y dV-di-dy l. l 


aL L L\-ay Lay 


caraaanarn 

v. a. v. a o. ci y d "w y 


c 1* 1* 1* n t" n 1" n a 
lll Ly Ly Ly d 


ftaa*trraaa aaacaaaaax 


2400 


llll Ly yydy 


ana rfna fat* 


anarat-1-rira 
dy di_d LiyLa 


dL.dyddydL.d 


antrrrrrnl" oaat* arat*aa 


?4fi0 
ttuu 




l,l, xg Lyyaya 


1" n a a ra 1-1- r t- 


aLLLL Ly d Ly 


anrat*nrran c1"at"nt*nnl"a 

aijL.a LyLV.ay v>LaLy Lyy lci 




gggccagccc 


accaxggggy 


LLacty dLC Lg 


cdCdgydCdd 


yyyLLaLLLy vjll l l LLay l 




LctCLLgag L L 


xggagxeaga 


ddgLddgdCC 


aggaag Ldaa 


■f"anfanr*"t"f*a nnaaatrrra 
LdyL.dyL.LUd yyaaaLLLLa 




cggxxgacxx 


geexxgaxgg 


Lady L.xxggx 


ggagagygcx 


yddyL.LyL.Ly l. LyyyyyL.L,y 


t/UU 


ax xc tgdiCd 


agacacaxgg 


exxgaaaaxg 


gaagacacaa 


aartrta/iana *t*/*a , t"t"/* , f*n^a 
ddLLydydyd LLdL LLLyLd 


97^n 


cxaagxxxcg 


ggaacttatc 


cccgacagxg 


actgaactca 


cxgacxaaxa acxxcaxxxa 


Zo^U 


xgaaxcxxcx 


cacxxgxccc 


xxxgxcxgcc 


aaccxgxgtg 


ccxxxxxxgx aaaacaxxxx 


noon 

ZooU 


catg texxxa 


aaaxgccxgx 


xgaaxaccxg 


gagxxxagxa 


'ir^ir'h^'ri'^ r3/ t a/ia4 a a^/i 

xcaacxxcxa cacagaxaag 


•5Q/in 


_-4_.i_.i_ _ _ _ _ _,4_ 

ctttcaaagt 


tgacaaactt 


ttxxgacxct 


xxcxggaaaa 


gggaaagaaa axagxexxec 


oUUU 


ttctttcttg 


ggcaatatcc 


xtcaexxxae 


tacagttact 


xxxgeaaaca gacagaaagg 


OACA 


atacacttct 


aaccacattt 


xacxxccxxc 


cccxgxxgxc 


cagxccaacx ccacagxcac 




tcttaaaact 


xcxcxcxgtx 


xgcctgccxc 


caacagtacx 


xxxaacxxxx xgcxgxaaac 


"ji on 
3JL0U 


agaataaaat 


tgaacaaatt 


M At M >Sf /-« M M 

a 99999 taga 


aaggagcagx 


ggxgxcgxxc acegxgagag 


^*>/in 

3Z4U 


tetgeataga 


acxcagcagx 


gxgcccxgcx 


gxgxcxxgga 


cccxgccccc cacaggagxx 


^*?nn 

33UU 


gctacagtcc 


ctggccctgc 


xxcccaxccx 


ccxcxcxxca 


/"^"/"/■n , t"+"3rtr" +rt++t , t"raa1* 

ccccgxxagc xgxxxxcaax 




gxaaxgcxgc 


cgxccx xexe 


xxgcacxgcc 


■4-+- rirtrnr'f a 

xxcxgcgcxa 


acaccxccax xccxgxxxax 


^A*>n 


aaccgxgxax 


xxaxxacxxa 


axgxaxaxaa 


xgxaaxgxxx 


xgxaagxxax xaaxxxaxax 




axcxaacaxx 


gccxgccadx 


nrttnntfit'1'a 

ggxgyxgxxa 


aatttntnta 
dd L L Ly Ly Ld 


yddddL.T_L.Lg L.L.Xddgdg LL 


JJTU 


acgacx iill 


cxxgxaaxgx 


L L Ly Ld L Ly L 


n1" a 1" +* a *t* a +■ a 
y Ld L Ld Ld Ld 


arrraaarnt ^--j rttantan 
dLLLdddLy L LdLLLdy Ldy 




anara + at'nn 


r* f r* /""""+* n o c 
ULLLLLLyyL 


cty dydyy dLd 


yyyy Lgyyct 


LLLyLLL-ddd yyy Li. Ly L.L.L. 


J LHJLF 


L L LCLL Ly L.L, 


•fri a n 1" t* n 1" a 
Lyciy l Ly L. LO 




a c c c ft* t"t" a 1" 

CIV. LV-L I- U I. CI U 


yaawtay lul Lyyaaavaai 


3720 


attctcacat 


tagatactaa 


atggtttata 


ctgagtcttt 


tacttttgta tagcttgata 


3780 


ggggcagggg 


caatgggatg 


tagtttttac 


ccaggttcta 


tccaaatcta tgtgggcatg 


3840 


agttgggtta 


taactggatc 


ctactatcat 


tgtggctttg 


gttcaaaagg aaacactaca 


3900 


tttgetcaca 


gatgattctt 


ctgattcttc 


tgaatgetec 


cgaactactg actttgaaga 


3960 


ggtagcctcc 


tgcctgccat 


taagcaggaa 


tgtcatgttc 


cagttcatta caaaagaaaa 


4020 


caataaaaca 


atgtgaattt 


ttataataaa 


aaaaaaaaaa 


aggaattc 


4068 



<210> 8 

<211> 428 

<212> DNA 

<213> Homo sapiens 

Page 11 



WO 2005/059108 



PCT/US2004/041883 



<400> 8 
ctaaatrt* at* 

V- uy y y 


ctctaccacc 


taatctacca 


caaatccata 


atgtgcagtt 


ctctggagca 


60 


yy *- **yy *• 




ctacct tcca 


caaatactcc 


taccaaaaaa 


gcgacaagtt 


120 


caagctgagt 


aagggggaaa 


tgaaggaact 


tctgcacaag 


gagctgccca 


gctttgtggg 


180 


ggagaaagtg 


gatgaggagg 


ggctgaagaa 


gctgatgggc 


agcctggatg 


agaacagtga 


240 


ccagcaggtg 


gacttccagg 


agtatgctgt 


tttcctggca 


ctcatcactg 


tcatgtgcaa 


300 


tgacttcttc 


cagggctgcc 


cagaccgaLc 


a /*i /~ a n a 

cxgaagcdga. 


dLLLLLydLL 


trrtnrra1*fi 
LLLLyLLdLy 




gatctcttgg 


gcccaggact 


gttgatgcct 


ttgagttttg 


tattcaataa 


actttttttg 


420 


tctgttga 












428 


<210> 9 

<211> 954 

<212> DNA 

<213> Homo sapiens 












<400> 9 
agccgtgtac 


cccgcagagc 


cgccagcccc 


gggcaxgxxc 


mono r*"t~+" ^-/-» 

cgagacxxcg 


gggaacccgg 


fin 


cccgagctcc 


gggaacggcg 


gcgggtacgg 


cggccccgcg 


cagcccccgg 


ccgcagcgca 




ggcagcccag 


cagaagttcc 


accxggxgcc 


ddgCdXCddC 


dccdxgdgxg 


y cagxcagga 




gctgcagtgg 


atggtacagc 


cxcaxxxccx 


ggggcccagc 


agxxacccca 


ggccxcxgac 




ctaccctcag 


tacagccccc 


cacaaccccg 


gccaggagxc 


axccgggccc 


xggggccgcc 




tccaggggta 


cgtcgaaggc 


cxxgxgaaca 


gaxcagcccg 


na a a m a 

gaggaagagg 


agcgccgccg 




agtaaggcgc 


gagcggaaca 


agcxggc xgc 


ggccaagxgc 


aggaaccgga 


ggaaggaacx 


Aon 


gaccgacttc 


ctgcaggcgg 


anar+naraa 
dydC XydCdd 


Lyyddy d.L 


n an a a a<*r^n 

gagaaaxcxg 


r"t" n r~ a rye- r\ 

ygc xgcaycg 


HOV/ 


agagattgag 


gagctgcaga 


anranaanna 

cty v.<tg ady y d 


nrnrrtanan 

y L.y ll Ldydy 


r* *t* n n +■ n r +■ n n 

cxyy Lycxyy 


aanrrrarrn 


J'rU 


acccatctgc 


aaaatcccgg 


ddy y dy L,v_dd 


ygdgggggdc. 


di_dyy Lay La 


LLdy LyyLaL 




cagcagccca 


ccagccccct 


gccgccctgt 


accttgtatc 


tccctttccc 


cagggcctgt 


660 


gcttgaacct 


gaggcactgc 


acacccccac 


actcatgacc 


acaccctccc 


taactccttt 


720 


cacccccagc 


ctggtcttca 


cctaccccag 


cactcctgag 


ccttgtgcct 


cagctcatcg 


780 


caagagtagc 


agcagcagcg 


nanarrratr 
y ciy dv.v. v.d l l. 


l. LL LyatttL 


rttnnrtrtr 


C 7\ 7\ c C C "t* C ft" 

LClClLLL LV.L L 


840 


cgctttgtga 


ggcgcctgag 


ccctactccc 


tgcagatgcc 


accctagcca 


atgtctcctc 


900 


cccttccccc 


accggtccag 


ctggcctgga 


cagtatccca 


catccaactc 


cage 


954 


<210> 10 

<211> 1559 

<212> DNA 

<213> Homo sapiens 












<400> 10 

gcggagcaca gtccgccgag 


cacaagctcc 


agcatcccgt 


caggggttgc 


aggtgtgtgg 


60 


gaggcttgaa actgttacaa 


tatggctttc 


cttggactct 


tctctttgct 


ggttctgcaa 


120 
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agtatggcta 


caggggccac 


tttccctgag 


gaagccattg 


ctgacttgtc 


agtgaatatg 


180 


tataatcgtc 


ttagagccac 


tggtgaagat 


gaaaatattc 


tcttctctcc 


attgagtatt 


240 


gctcttgcaa 


tgggaatgat 


ggaacttggg 


gcccaaggat 


ctacccagaa 


agaaatcege 


300 


cactcaatgg 


gatatgacag 


cctaaaaaat 


ggtgaagaat 


tttctttctt 


gaaggagttt 


360 


tcaaacatgg 


taactgctaa 


agagagccaa 


tatgtgatga 


aaattgccaa 


ttccttgttt 


420 


gtgcaaaatg 


gatttcatgt 


caatgaggag 


tttttgcaaa 


tgatgaaaaa 


atattttaat 


480 


gcagcagtaa 


atcatgtgga 


cttcagtcaa 


aatgtagccg 


tggccaacta 


catcaataag 


540 


tgggtggaga 


ataacacaaa 


caatctggtg 


aaagatttgg 


tatccccaag 


ggattttgat 


600 


gctgccactt 


atctggccct 


cattaatgct 


gtctatttca 


aggggaactg 


gaagtcgcag 


660 


tttaggcctg 


aaaatactag 


aaccttttct 


ttcactaaag 


atgatgaaag 


tgaagtccaa 


720 


attccaatga 


tgtatcagca 


aggagaattt 


tattatgggg 


aatttagtga 


tggctccaat 


780 


gaagctggtg 


gtatctacca 


agtcctagaa 


ataccatatg 


aaggagatga 


aataagcatg 


840 


atgctggtgc 


tgtccagaca 


ggaagttcct 


cttgctactc 


tggagccatt 


agtcaaagca 


900 


cagctggttg 


aagaatgggc 


aaactctgtg 


aagaagcaaa 


aagtagaagt 


atacctgccc 


960 


aggttcacag 


tggaacagga 


aattgattta 


aaagatgttt 


tgaaggctct 


tggaataact 


1020 


gaaattttca 


tcaaagatgc 


aaatttgaca 


ggcctctctg 


ataataagga 


gatttttctt 


1080 


tccaaagcaa 


ttcacaagtc 


cttcctagag 


gttaatgaag 


aaggctcaga 


agetgetget 


1140 


gtctcaggaa 


tgattgcaat 


tagtaggatg 


gctgtgctgt 


atcctcaagt 


tattgtcgac 


1200 


catccatttt 


tctttcttat 


cagaaacagg 


agaactggta 


caattctatt 


catgggacga 


1260 


gtcatgcatc 


ctgaaacaat 


gaacacaagt 


ggacatgatt 


tcgaagaact 


ttaagttact 


1320 


ttatttgaat 


aacaaggaaa 


acagtaacta 


agcacattat 


gtttgcaact 


ggtatatatt 


1380 


taggatttgt 


gttttacagt 


atatcttaag 


ataatattta 


aaatagttcc 


agataaaaac 


1440 


aatatatgta 


aattataagt 


aacttgtcaa 


ggaatgttat 


cagtattaag 


ctaatggtcc 


1500 


tgttatgtca 


ttgtgtttgt 


n 1" n c 1" n +* t* n 1" 
y LyL, Ly l Ly l 


L LdCiaCl La. da. 


£) fl 1" a C C "f" P "t* "t* 
&y LdLL Let L L 


yaaLaLy Ly 


JL J J Zf 


<210> 11 

<211> 1442 

<212> DNA 

<213> Homo sapiens 












<400> 11 

ggttcccttc cacgctgtga 


agctttgttc 


ttttggtctt 


catgataaat 


ettgetgetg 


60 


ctcactcgtt gggtccgtgc 


cacctttaag 


agctgtaaca 


ctcaccgcga 


aggtctgeaa 


120 


cttGactcct 


ggggccagca 


agaccacgaa 


tgcaccgaga 


ggaatgaaca 


actctggaca 


180 


caccatcttt aagaaccgta 


atactcaccg 


caagggtctg 


caacttcatt 


cttgaagtca . 


240 


gtgaggccaa gaacccatca 


attccgtaca 


cattttggtg 


actttgaaga 


gactgtcacc 


300 


tatcaccaag tggtgagact 


attgccaagc 


agtgagacta 


ttgccaagtg 


gtgagaccat 


360 


caccaagcgg tgagactatc 


acctatcgcc 


aagtggcctg 


attcagcagg 


aagcatctca 


420 
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aacaccaacc 


actatgctgt 


caqcaqttqc 


ccaaaactac 


caqqqctqqt 


ttcatccctg 


480 


t a c t an a r t t 


l. >- ^-y *-y 


"tgagcagcac 


caaoataaac 


aaaaaqqqca 

w yy" w 33 


tcctggctaa 


540 


rrnnntanrr 


y L yy ^*- av -yy 


aaticcaccaa 


"toaaatcaac 
yy y y y 


tttgccatcg 


cccgacgtxt 


600 


y y l. >- ^-y y y av- 


yyyy v - i - v " a- y 


tiaatcatcaa 


canccaaaaa 

v»wiy v« v.uu uc-iy 


caacaaaaca 


taaaccaaac 

33 333 


660 


*-a Lyy L.L.aay 


(.Lyuayyyyy 


y y yy ^ ^y ^y 


L y L yy*-yyy*- 




acctaaaaaa 

ci v_y i»yyyycACi 


720 


yy*- Ly ayyaL, 


<- g y y <*y «- <*y 


Lyy Lyy\« ^»<* 


yy l.l.l. Lyy ay 


i»y *-y y y y 


fi r o 1" r o a r t* 1~ 


780 


ct Lgg tg Lgt 


agcgccigyyy 




yy La.yyya.yu 


aL ul Lyy yya 


LLay LyayLa 


840 


gaLCLgggac 


adydLLL Lad. 


y Ly wyaav.y l 


yaay Li.i_L.i~a 


n r c c 1" n c *t* n r 


Lyay LLay l l 




gci_gccc lac 


a l g g o.g da a 


yy a yyyy Ly*- 


Ly Lv.a lll Ly 


n 1" f t" c t"t* f" f p. 

y LL LL. L ULLd 


l Ly way l. l La 




LddlCCcigLa 


QLggcgcTgg 


ntnlrtaraa 
y Ly LL. LaLdd 


LgLL.agL.aag 


dLdy L.y l. Ly l. 


tnnntrtrar 
Ly y y ll. LtdL 


io?n 


tana a 

Lagaacac xg 


gcaLuggagc 


tnnrrrrraa 


nnarairrnn 


g LaaaL Ly L,y 


tnnttrrann 
Lyy l LL-L.ayy 




aattataaaa 


actgacttca 


gcaaagtgtt 


tcatgggaat 


gagtctctct 


ggaagaactt 


1140 


caaggaacat 


catcagctgc 


agaggattgg 


ggagtcagag 


gactgtgcag 


gaatcgtgtc 


1200 


cttcctgtgc 


tctccagatg 


ccagctacgt 


caacggggag 


aacattgegg 


tggcaggcta 


1260 


ctccactcgg 


ctctgagagg 


agtgggggcg 


gctgcgtagc 


tgtggtccca 


gcccaggagc 


1320 


ctgagggggt 


gtctaggtga 


tcatttggat 


ctggagcaga 


gtctgecatt 


ctgccagact 


1380 


agcaatttgg 


gggcttactc 


atgctaggct 


tgaggaagaa 


gaaaaacget 


teggcattet 


1440 



cc 1442 



<210> 12 

<211> 2478 

<212> DNA 

<213> Homo sapiens 

<400> 12 



ctcagcttct 


ttgegtaace 


aatactggaa 


ggcatttaaa 


ggacctctgc 


cgcctcagac 


60 


ettgeagtta 


actccgccct 


gacccaccct 


tcccgatgca 


gtccctgatg 


caggctcccc 


120 


tcctgatcgc 


cctgggcttg 


cttctcgcga 


cccctgcgca 


agcccacctg 


aaaaagecat 


180 


cccagctcag 


tagcttttcc 


tgggataact 


gtgatgaagg 


gaaggaccct 


gcggtgatca 


240 


gaagectgae 


tetggagect 


gaccccatcg 


tcgttcctgg 


aaatgtgacc 


ctcagtgtcg 


300 


tgggcagcac 


cagtgtcccc 


ctgagttctc 


ctctgaaggt 


ggatttagtt 


ttggagaagg 


360 


aggtggctgg 


cctctggatc 


aagatcccat 


gcacagacta 


cattggcagc 


tgtacctttg 


420 


aacacttctg 


tgatgtgctt 


gacatgttaa 


ttcctactgg 


ggagccctgc 


ccagagcccc 


480 


tgegtaccta 


tgggcttcct 


tgccactgtc 


ccttcaaaga 


aggaacctac 


tcactgccca 


540 


agagegaatt 


cgttgtgcct 


gacctggagc 


tgcccagttg 


gctcaccacc 


gggaactacc 


600 


gcatagagag 


cgtcctgagc 


agcagtggga 


agcgtctggg 


ctgcatcaag 


atcgctgcct 


660 


ctctaaaggg 


catatagcat 


ggcatctgcc 


acagcagaat 


ggagcggtgt 


gaggaaggtc 


720 
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ccttttcctc 


tgttttgtgt 


ttgccaaggc 


caaactccca 


ctctctgccc 


ccctttaatc 


780 


ccctttctac 


agtgagtcca 


ctaccctcac 


tgaaaatcat 


tttgtaccac 


ttacatttta 


840 


ggctggggca 


agcagccctg 


acctaaggga 


gaatgagttg 


gacagttctt 


gatagcccag 


900 


ggcatctgct 


gggctgacca 


cgttactcat 


ccccgttaac 


attctctcta 


aagagcctcg 


960 


ttcatttcca 


aagcagttaa 


ggaatgggaa 


cagagtgttt 


taggacctga 


agaatcttta 


1020 


tgactctctc 


tctttctctc 


tttttttttt 


tgtcactaag 


ttaaaagcga 


agtgagagta 


1080 


ttaacgtttt 


tgttctcctc 


cggccccctg 


ttacaatgaa 


ggggcaaaag 


tatttgctct 


1140 


tagtctattc 


ctcccttaac 


ttctgtgact 


aatttttatt 


tcctttctag 


atttgcccaa 


1200 


ttaatactag 


ggtgcagtgt 


atcctggaga 


ggtagggtgt 


gtgggggagg 


aatcccttgg 


1260 


gggagatatt 


aggagtgctc 


tgttgtttac 


aaactcaggt 


acccgcaggg 


cctagcaaga 


1320 


gacttaaatg 


actgataaga 


accgtgagaa 


acatgttgct 


tccaggcttg 


atttcgattt 


1380 


ttcgcttttt 


ttttttggga 


cggagtctcg 


ctttgtcacc 


aggctggagt 


gcagtggtgc 


1440 


aatctcacct 


cactgcaacc 


tccgcctcct 


gggttcaagc 


aattctcctg 


cctcagcctc 


1500 


ccaagtagct 


tggactacag 


gccctgccac 


cacgcccggc 


taatttgtgt 


atttttagta 


1560 


gagatggggt 


ttcaccatgt 


tggccaggat 


ggtctcgatc 


tcttgacctc 


gtgatccgtc 


1620 


caccttggcc 


ttgcaaagcg 


ctggattaca 


ggcatgagcc 


actacaccca 


gccgattttt 


1680 


cctttttgat 


taaagatgct 


attacaatgt 


aaatatttct 


tacacagaaa 


gtcacagcac 


1740 


atgtgcccat 


tgatacaagg 


ctgctgaggc 


ctggtctcca 


gttggaaata 


taattaaggg 


1800 


tggcagggac 


tggagtcagt 


tggagagtgc 


atagceagtc 


tgtgaagaca 


actgccagat 


1860 


actggcaata 


ctccagcctg 


gtgacagagt 


gagactctgt 


ctcaaaaaaa 


aagtttcaat 


1920 


gtttactcct 


agagaagcca 


aaaatccaga 


tttgtatatg 


aaatcttacc 


attttaaaag 


1980 


attggcagct 


aattattttt 


ttaaaaagct 


gtgcagtgtg 


atgtgtccca 


aacggactgg 


2040 


ctcatgggtg 


gccacgtcac 


aacctctgat 


ctcagaccgt 


gcatgccttg 


tcctcttaag 


2100 


acaactcctg 


tggcaccgtt 


tctccctcca 


cagggccaaa 


gccatagtgt 


ccggtcccaa 


2160 


ggacaaggct 


cttccagtgc 


taggagaggt 


atgagcagcc 


tctcacctgt 


gagctgtggg 


2220 


gatcacaagg 


ctgcctgcct 


cagtcttgga 


gtcctgttgg 


gtgaatgagg 


cagatgggaa 


2280 


agagcctcac 


cagcagctgc 


ttttggagca 


ggggtccaag 


gaagagaggg 


tggcctcgac 


2340 


atcaaactgc 


ctggattttt 


ctaccaccct 


gttacatcat 


aacaacttct 


gaaacacaca 


2400 


ccagccctga 


gttctgggct 


catttgaagc 


ctggaatagc 


aataaatctt 


tttaacttgc 


2460 


aaaaaaaaaa 


aaaaaaaa 










2478 



<210> 13 

<211> 1719 

<212> DNA 

<213> Homo sapiens 

<400> 13 

cgcacggccg cgcagatctg tcttgctgga agctttttcc tagaggttga gcggtttgca 60 
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LflaLy u v- y y ci 




"ttatccaaac 


tatataaaaa aaacaatoac ctQcagatgg 


120 


a *t* n t* ft a 1" n r f* 
d uy Lyd Ly 


uyycyciyyy l 




aaai"nnaaat" aaacaacQQQ aQCCQQaaoc 


180 


ta LULL Ly 


L LLL LL.Lv.yv- 


ay v_yyyyv_v_v_ 


aaranrtrna nnaaaaaoQC ccaataciaQQ 


240 


aggaggaggc 


rranrraatn 


y uyy Ly ttay 


7if\nc\r\7k^7krc\ c\tkc\cctx.qcX. aacaaaccca 

yyyy y yciyv-v-v-v.yv-v. uuv -yyy i-i 


300 


acgcxgggga 


gcag ccdgyc 


uayy Lyyuyy 


y v.y Lay at L L Lyayayv.yay yav.yayyy^y 


360 


aggaa xxxga 


xgac xgggag 


gdcgdL. Ldv,y 


dLLdLLLLyd c*yoyyayv.ay LLLayuyyuy 


420 


ccggctacag 


agxaxcagcc 


gcuCL ugddy 


aanrrnaraa natntttrtn Sfia^f^^in^fl 
ddgLCgdLdd gdLyLLLLLy ayaaLaayay 


480 


aaccagcccx 


ggatggcggg 


xxxcagaLyL. 


aLLdLgdgdd ydtLLLy lll yaiLcty nay 


540 


cttttatcga 


agagcttttt 


xcacxgaxgg 


LLgLCadLCg LL.LgdL,v.ydd yddL-LLyyLL 


DUU 


gtgatgagat 


tattgataga 


gagtagttag 


axgcLgi-Laa aagaggagga ddLLdLLugd 


DDU 


ggagggaccc 


aactttccgc 


4~4-4-4-/-l/~l 

xaxcxxxxgg 


gxxcaxiicca aaLaguxxxg LgcL.dLLgdd 




aaacttgacc 


ttcaaaaaaa 


tttgttt xxc 


agaaxagaac acaaxaggac agxgacxgca 


/oU 


cagttgtgaa 


aaaggaagag 


aatcattaaa 


gaaaaagaaa aaagaxxxxa agaccgxxga 




aatcaattat 


caagaacgtc 


ctaaaacacc 


4- p-i 4- *-m rt f 4— 4— 4- /^i ~» ^ 4" 4— 4— /*t 4- 4- ^ 4-* + , fn+ , r , nni"h 

xaxggcxxxg acxxxgxxax xgaxccagax 




tattttcctt 


gcattgggga 


aaatatcttt 


caxaxxxgxx xgcxgxaaag axggxxxxgc 


you 


aagaataagt 


catgaccaag 


acaaactgcc 


aaxacaaaag cccacxgaxa cxaaxxaxax 


xu/u 


aatgagaaaa 


aaatgtatcc 


aactaggaca 


caxaxcxxxx gagxxaxxxg gacxgaaagc 


i nan 


ttaagaaaac 


ttggaaaatt 


ctattttgtg 


axcxagxcaa gccacagxxa xcaaaggcxa 




cattttcagt 


gtaagataaa 


tggatgagta 


aacxcaaaxa xgxaxcacgx gxgcxxxgxa 




tcttaagatg 


tgtttccaag 


agcaxcxgaa 


axxxxgxxxg xacaxgxaxc xxgaxcaxxx 




ataaagccac 


"tgtgatctat: 


aaaxcaagaa 


-j ■-i-f-^»^-'a+"'t"rt+" *~'-S't"33/~^"^j't"+" tttaaaantr 
ddLUUdLLy L LaLddLLdLL LLLddddy LL 




aaaaaxxaag 


acaxcc xxaa 


4-4- -a a aoa n"t"+" 
L Ldddddy L L 


traaatrtan arartaaatn 1"/it*fi1~naa , t"n 
LLaa.aLv.Lay aLaLiaaaLy cy uy lyaaLy 


1380 


tacaaagaaa 


acaaaccatt 


gcttatgctg 


ttatatacta gagaaatttt gttttgcttg 


1440 


ctgttttaac 


ttgacagatg 


aaggacttta 


gttgaacttc atattgtaag aactgttaat 


1500 


aaaagttgtc 


aagtaaaaag 


cgctatatct 


aaaaagactt tatgaacagt tattctatca 


1560 


acttttaaag 


gttttaaacc 


tgcccagaaa 


ttaccttggt atctgaagtt tccctctgtc 


1620 


tcctcctcta 


attaagcttg 


ttatttgtca 


tgcaccagca ttggagataa taaaatttct 


1680 


tgttctgtgt 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaa 


1719 



<210> 14 

<211> 7680 

<212> DNA 

<213> Homo sapiens 

<400> 14 

gaagagcaag aggcaggctc agcaaatggt tcagccccag tccccggtgg ctgtcagtca 60 
aagcaagccc ggttgttatg acaatggaaa acactatcag ataaatcaac agtgggagcg 120 
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gacctaccta 


ggtaatgtgt 


tggtttgtac 


ttgttatgga 


ggaagccgag 


gttttaactg 


180 


cgaaagtaaa 


cctgaagctg 


aagagacttg 


ctttgacaag 


tacactggga 


acacttaccg 


240 


agtgggtgac 


acttatgagc 


gtcctaaaga 


ctccatgatc 


tgggactgta 


cctgcatcgg 


300 


ggctgggcga 


gggagaataa 


gctgtaccat 


cgcaaaccgc 


tgccatgaag 


ggggtcagtc 


360 


ctacaagatt 


ggtgacacct 


ggaggagacc 


acatgagact 


ggtggttaca 


tgttagagtg 


420 


tgtgtgtctt 


ggtaatggaa 


aaggagaatg 


gacctgcaag 


cccatagctg 


agaagtgttt 


480 


tgatcatgct 


gctgggactt 


cctatgtggt 


cggagaaacg 


tgggagaagc 


cctaccaagg 


540 


ctggatgatg 


gtagattgta 


cttgcctggg 


agaaggcagc 


ggacgcatca 


cttgcacttc 


600 


tagaaataga 


tgcaacgatc 


aggacacaag 


gacatcctat 


agaattggag 


acacctggag 


660 


caagaaggat 


aatcgaggaa 


acctgctcca 


gtgcatctgc 


acaggcaacg 


gccgaggaga 


720 


gtggaagtgt 


gagaggcaca 


cctctgtgca 


gaccacatcg 


agcggatctg 


gccccttcac 


780 


cgatgttcgt 


gcagctgttt 


accaaccgca 


gcctcacccc 


cagcctcctc 


cctatggcca 


840 


ctgtgtcaca 


gacagtggtg 


tggtctactc 


tgtggggatg 


cagtggttga 


agacacaagg 


900 


aaataagcaa 


atgctttgca 


cgtgcctggg 


caacggagtc 


agctgccaag 


agacagctgt 


960 


aacccagact 


tacggtggca 


acttaaatgg 


agagccatgt 


gtcttaccat 


tcacctacaa 


1020 


tggcaggacg 


ttctactcct 


gcaccacgga 


agggcgacag 


gacggacatc 


tttggtgcag 


1080 


cacaacttcg 


aattatgagc 


aggaccagaa 


atactctttc 


tgcacagacc 


acactgtttt 


1140 


ggttcagact 


caaggaggaa 


attccaatgg 


tgccttgtgc 


cacttcccct 


tcctatacaa 


1200 


caaccacaat 


tacactgatt 


gcacttctga 


gggcagaaga 


gacaacatga 


agtggtgtgg 


1260 


gaccacacag 


aactatgatg 


ccgaccagaa 


gtttgggttc 


tgccccatgg 


ctgcccacga 


1320 


ggaaatctgc 


acaaccaatg 


aaggggtcat 


gtaccgcatt 


ggagatcagt 


gggataagca 


1380 


gcatgacatg 


ggtcacatga 


tgaggtgcac 


gtgtgttggg 


aatggtcgtg 


gggaatggac 


1440 


atgcattgcc 


tactcgcaac 


ttcgagatca 


gtgcattgtt 


gatgacatca 


cttacaatgt 


1500 


gaacgacaca 


ttccacaagc 


gtcatgaaga 


ggggcacatg 


ctgaactgta 


catgcttcgg 


1560 


tcagggtcgg 


ggcaggtgga 


agtgtgatcc 


cgtcgaccaa 


tgccaggatt 


cagagactgg 


1620 


gacgttttat 


caaattggag 


attcatggga 


gaagtatgtg 


catggtgtca 


gataccagtg 


1680 


ctactgctat 


ggccgtggca 


ttggggagtg 


gcattgccaa 


cctttacaga 


cctatccaag 


1740 


ctcaagtggt 


cctgtcgaag 


tatttatcac 


tgagactccg 


agtcagccca 


actcccaccc 


1800 


catccagtgg 


aatgcaccac 


agccatctca 


catttccaag 


tacattctca 


ggtggagacc 


1860 


taaaaattct 


gtaggccgtt 


ggaaggaagc 


taccatacca 


ggccacttaa 


actcctacac 


1920 


catcaaaggc 


ctgaagcctg 


gtgtggtata 


cgagggccag 


ctcatcagca 


tccagcagta 


1980 


cggccaccaa 


gaagtgactc 


gctttgactt 


caccaccacc 


agcaccagca 


cacctgtgac 


2040 


cagcaacacc 


gtgacaggag 


agacgactcc 


cttttctcct 


cttgtggcca 


cttctgaatc 


2100 


tgtgaccgaa 


atcacagcca 


gtagctttgt 


ggtctcctgg 


gtctcagctt 


ccgacaccgt 


2160 
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gtcgggattc 


cgggtggaat 


atgagctgag 


tgaggaggga 


gatgagccac 


agtacctgga 


2220 


tcttccaagc 


acagccactt 


ctgtgaacat 


ccctgacctg 


cttcctggcc 


gaaaatacat 


2280 


tgtaaatgtc 


tatcagatat 


ctgaggatgg 


ggagcagagt 


ttgatcctgt 


ctacttcaca 


2340 


aacaacagcg 


cctgatgccc 


ctcctgaccc 


gactgtggac 


caagttgatg 


acacctcaat 


2400 


tgttgttcgc 


tggagcagac 


cccaggctcc 


catcacaggg 


tacagaatag 


tctattcgcc 


2460 


atcagtagaa 


ggtagcagca 


cagaactcaa 


ccttcctgaa 


actgcaaact 


ccgtcaccct 


2520 


cagtgacttg 


caacctggtg 


ttcagtataa 


catcactatc 


tatgctgtgg 


aagaaaatca 


2580 


agaaagtaca 


cctgttgtca 


ttcaacaaga 


aaccactggc 


accccacgct 


cagatacagt 


2640 


gccctctccc 


agggacctgc 


agtttgtgga 


agtgacagac 


gtgaaggtca 


ccatcatgtg 


2700 


gacaccgcct 


gagagtgcag 


tgaccggcta 


ccgtgtggat 


gtgatccccg 


tcaacctgcc 


2760 


tggcgagcac 


gggcagaggc 


tgcccatcag 


caggaacacc 


tttgcagaag 


tcaccgggct 


2820 


gtcccctggg 


gtcacctatt 


acttcaaagt 


ctttgcagtg 


agccatggga 


gggagagcaa 


2880 


gcctctgact 


gctcaacaga 


caaccaaact 


ggatgctccc 


actaacctcc 


agtttgtcaa 


2940 


tgaaactgat 


tctactgtcc 


tggtgagatg 


gactccacct 


cgggcccaga 


taacaggata 


3000 


ccgactgacc 


gtgggcctta 


cccgaagagg 


ccagcccagg 


cagtacaatg 


tgggtccctc 


3060 


tgtctccaag 


taccccctga 


ggaatctgca 


gcctgcatct 


gagtacaccg 


tatccctcgt 


3120 


ggccataaag 


ggcaaccaag 


agagccccaa 


agccactgga 


gtctttacca 


cactgcagcc 


3180 


tgggagctct 


attccacctt 


acaacaccga 


ggtgactgag 


accaccatcg 


tgatcacatg 


3240 


gacgcctgct 


ccaagaattg 


gttttaagct 


gggtgtacga 


ccaagccagg 


gaggagaggc 


3300 


accacgagaa 


gtgacttcag 


actcaggaag 


catcgttgtg 


tccggcttga 


ctccaggagt 


3360 


agaatacgtc 


tacaccatcc 


aagtcctgag 


agatggacag 


gaaagagatg 


cgccaattgt 


3420 


aaacaaagtg 


gtgacaccat 


tgtctccacc 


aacaaacttg 


catctggagg 


caaaccctga 


3480 


cactggagtg 


ctcacagtct 


cctgggagag 


gagcaccacc 


ccagacatta 


ctggttatag 


3540 


aattaccaca 


acccctacaa 


acggccagca 


gggaaattct 


ttggaagaag 


tggtccatgc 


3600 


tgatcagagc 


tcctgcactt 


ttgataacct 


gagtcccggc 


ctggagtaca 


atgtcagtgt 


3660 


ttacactgtc 


aaggatgaca 


aggaaagtgt 


ccctatctct 


gataccatca 


tcccagctgt 


3720 


tcctcctccc 


actgacctgc 


gattcaccaa 


cattggtcca 


gacaccatgc 


gtgtcacctg 


3780 


ggctccaccc 


ccatccattg 


atttaaccaa 


cttcctggtg 


cgttactcac 


ctgtgaaaaa 


3840 


tgaggaagat 


gttgcagagt 


tgtcaatttc 


tccttcagac 


aatgcagtgg 


tcttaacaaa 


3900 


tctcctgcct 


ggtacagaat 


atgtagtgag 


tgtctccagt 


gtctacgaac 


aacatgagag 


3960 


cacacctctt 


agaggaagac 


agaaaacagg 


tcttgattcc 


ccaactggca 


ttgacttttc 


4020 


tgatattact 


gccaactctt 


ttactgtgca 


ctggattgct 


cctcgagcca 


ccatcactgg 


4080 


ctacaggatc 


cgccatcatc 


ccgagcactt 


cagtgggaga 


cctcgagaag 


atcgggtgcc 


4140 


ccactctcgg 


aattccatca 


ccctcaccaa 


cctcactcca 


ggcacagagt 


atgtggtcag 


4200 
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catcgttgct 


cttaatggca 


gagaggaaag 


tcccttattg 


attggccaac 


aatcaacagt 


4260 


ttctgatgtt 


ccgagggacc 


tggaagttgt 


tgctgcgacc 


cccaccagcc 


tactgatcag 


4320 


ctgggatgct 


cctgctgtca 


cagtgagata 


ttacaggatc 


acttacggag 


aaacaggagg 


4380 


aaatagccct 


gtccaggagt 


tcactgtgcc 


tgggagcaag 


tctacagcta 


ccatcagcgg 


4440 


ccttaaacct 


ggagttgatt 


ataccatcac 


tgtgtatgct 


gtcactggcc 


gtggagacag 


4500 


ccccgcaagc 


agcaagccaa 


tttccattaa 


ttaccgaaca 


gaaattgaca 


aaccatccca 


4560 


gatgcaagtg 


accgatgttc 


aggacaacag 


cattagtgtc 


aagtggctgc 


cttcaagttc 


4620 


ccctgttact 


ggttacagag 


taaccaccac 


tcccaaaaat 


ggaccaggac 


caacaaaaac 


4680 


taaaactgca 


ggtccagatc 


aaacagaaat 


gactattgaa 


ggcttgcagc 


ccacagtgga 


4740 


gtatgtggtt 


agtgtctatg 


ctcagaatcc 


aagcggagag 


agtcagcctc 


tggttcagac 


4800 


tgcagtaacc 


aacattgatc 


gccctaaagg 


actggcattc 


actgatgtgg 


atgtcgattc 


4860 


catcaaaatt 


gcttgggaaa 


gcccacaggg 


gcaagtttcc 


aggtacaggg 


tgacctactc 


4920 


gagccctgag 


gatggaatcc 


atgagctatt 


ccctgcacct 


gatggtgaag 


aagacactgc 


4980 


agagctgcaa 


ggcctcagac 


cgggttctga 


gtacacagtc 


agtgtggttg 


ccttgcacga 


5040 


tgatatggag 


agccagcccc 


tgattggaac 


ccagtccaca 


gctattcctg 


caccaactga 


5100 


cctgaagttc 


actcaggtca 


cacccacaag 


cctgagcgcc 


cagtggacac 


cacccaatgt 


5160 


tcagctcact 


ggatatcgag 


tgcgggtgac 


ccccaaggag 


aagaccggac 


caatgaaaga 


5220 


aatcaacctt 


gctcctgaca 


gctcatccgt 


ggttgtatca 


ggacttatgg 


tggccaccaa 


5280 


atatgaagtg 


agtgtctatg 


ctcttaagga 


cactttgaca 


agcagaccag 


ctcagggtgt 


5340 


tgtcaccact 


ctggagaatg 


tcagcccacc 


aagaagggct 


cgtgtgacag 


atgctactga 


5400 


gaccaccatc 


accattagct 


ggagaaccaa 


gactgagacg 


atcactggct 


tccaagttga 


5460 


tgccgttcca 


gccaatggcc 


agactccaat 


ccagagaacc 


atcaagccag 


atgtcagaag 


5520 


ctacaccatc 


acaggtttac 


aaccaggcac 


tgactacaag 


atctacctgt 


acaccttgaa 


5580 


tgacaatgct 


cggagctccc 


ctgtggtcat 


cgacgcctcc 


actgccattg 


atgcaccatc 


5640 


caacctgcgt 


ttcctggcca 


ccacacccaa 


ttccttgctg 


gtatcatggc 


agccgccacg 


5700 


tgccaggatt 


accggctaca 


tcatcaagta 


tgagaagcct 


gggtctcctc 


ccagagaagt 


5760 


ggtccctcgg 


ccccgccctg 


gtgtcacaga 


ggctactatt 


actggcctgg 


aaccgggaac 


5820 


cgaatataca 


atttatgtca 


ttgccctgaa 


gaataatcag 


aagagcgagc 


ccctgattgg 


5880 


aaggaaaaag 


acagacgagc 


ttccccaact 


ggtaaccctt 


ccacacccca 


atcttcatgg 


5940 


accagagatc 


ttggatgttc 


cttccacagt 


tcaaaagacc 


cctttcgtca 


cccaccctgg 


6000 


gtatgacact 


ggaaatggta 


ttcagcttcc 


tggcacttct 


ggtcagcaac 


ccagtgttgg 


6060 


gcaacaaatg 


atctttgagg 


aacatggttt 


taggcggacc 


acaccgccca 


caacggccac 


6120 


ccccataagg 


cataggccaa 


gaccataccc 


gccgaatgta 


ggacaagaag 


ctctctctca 


6180 


gacaaccatc 


tcatgggccc 


cattccagga 


cacttctgag 


tacatcattt 


catgtcatcc 


6240 
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tgttggcact 


gatgaagaac 


ccttacagtt 


cagggttcct 


ggaacttcta 


ccagtgccac 


6300 


tctgacaggc 


ctcaccagag 


gtgccaccta 


caacatcata 


gtggaggcac 


tgaaagacca 


6360 


gcagaggcat 


aaggttcggg 


aagaggttgt 


taccgtgggc 


aactctgtca 


acgaaggctt 


6420 


gaaccaacct 


acggatgact 


cgtgctttga 


cccctacaca 


gtttcccatt 


atgccgttgg 


6480 


agatgagtgg 


gaacgaatgt 


ctgaatcagg 


ctttaaactg 


ttgtgccagt 


gcttaggctt 


6540 


tggaagtggt 


catttcagat 


gtgattcatc 


tagatggtgc 


catgacaatg 


gtgtgaacta 


6600 


caagattgga 


gagaagtggg 


accgtcaggg 


agaaaatggc 


cagatgatga 


gctgcacatg 


6660 


tcttgggaac 


ggaaaaggag 


aattcaagtg 


tgaccctcat 


gaggcaacgt 


gttacgatga 


6720 


tgggaagaca 


taccacgtag 


gagaacagtg 


gcagaaggaa 


tatctcggtg 


ccatttgctc 


6780 


ctgcacatgc 


tttggaggcc 


agcggggctg 


gcgctgtgac 


aactgccgca 


gacctggggg 


6840 


tgaacccagt 


cccgaaggca 


ctactggcca 


gtcctacaac 


cagtattctc 


agagatacca 


6900 


tcagagaaca 


aacactaatg 


ttaattgccc 


aattgagtgc 


ttcatgcctt 


tagatgtaca 


6960 


ggctgacaga 


gaagattccc 


gagagtaaat 


catctttcca 


atccagagga 


acaagcatgt 


7020 


ctctctgcca 


agatccatct 


aaactggagt 


gatgttagca 


gacccagctt 


agagttcttc 


7080 


tttctttctt 


aagccctttg 


ctctggagga 


agttctccag 


cttcagctca 


actcacagct 


7140 


tctccaagca 


tcaccctggg 


agtttcctga 


gggttttctc 


ataaatgagg 


gctgcacatt 


7200 


gcctgttctg 


cttcgaagta 


ttcaataccg 


ctcagtattt 


taaatgaagt 


gattctaaga 


7260 


tttggtttgg 


gatcaatagg 


aaagcatatg 


cagccaacca 


agatgcaaat 


gttttgaaat 


7320 


gatatgacca 


aaattttaag 


taggaaagtc 


acccaaacac 


ttctgctttc 


acttaagtgt 


7380 


ctggcccgca 


atactgtagg 


aacaagcatg 


atcttgttac 


tgtgatattt 


taaatatcca 


7440 


cagtactcac 


tttttccaaa 


tgatcctagt 


aattgcctag 


aaatatcttt 


ctcttacctg 


7500 


ttatttatca 


atttttccca 


gtatttttat 


acggaaaaaa 


ttgtattgaa 


aacacttagt 


7560 


atgcagttga 


taagaggaat 


ttggtataat 


tatggtgggt 


gattattttt 


tatactgtat 


7620 


gtgccaaagc 


tttactactg 


"taaaaaaaca 

c y y ci.ci.uytA v_ u. 


acta'ttttaa 


taaaaaattt 


acattccaca 


7680 


<210> 15 

<211> 2609 

<212> DNA 

<213> Homo sapiens 












<400> 15 

tacattgggt ctactgcaca 


aattacaggg 


ctccaagtgt 


cttatgagag 


caggacttgg 


60 


gctgaccatg tctctctgcc 


ctcacccatg 


ctctgctctg 


atttcaggtc 


ctaagtgtga 


120 


acgtgaagtc cccagccctg 


ctgctgagcc 


agttgctgcc 


ctacatggag 


aacaggtatg 


180 


gcagggcggg ggtggggacc 


agtcggagtt 


ggggacctga 


ggtgggcaca 


gaaatacagt 


240 


cggtagcaca gccagtagtg 


ggtagaggac 


agaagaggtc 


tgggatctcc 


acatccctca 


300 


tcttcttgtc ctgcctcccc 


atctgtgtgg 


ctgccattcc 


caattccagt 


ggctgcagga 


360 


tgagagtagt attccagggg 


cccaggcata 


gcctccttgg 


ccttgacatc 


agcaggtttg 


420 
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aaacaaaact 


atgetttaac 


tccttgacct 


u y L yyy u u yy 


tcattgtcac 


cttacctgct 


480 


ctctgttctt 


accaacttaa 


aaccaatgac 


aa 0 a "t"t a a c c 

**yyy *• Lu y 


ccattcctct 


ccataaoaaa 


540 


aaaccxatcc 


cagacctctc 


ctxaLgcctg 




CC3.aOQ3.CCC 


tacctatatt 

^y\<v« ^y y l l 


600 


ccaootccta 

»— V-C*.y y V— V- Ly 


caaatctaac 

v*v*yw. v. v» i-yuv. 






LL L L UvJljUUV. 


^-yyLLayyyy 




l Ly lv. l LLCiy 


taoaaaaaaa 

Lay a.ciy y cacao. 


atcrcfaact" 

y l_ L L L LLjuV. u 


y LLdL LLLty 


y LLLLLLLLa 


LLLLa L L Ly L 


/ C.\J 


lll l Lay ay y 


1" 1" n c t* r a 1~ 1" n 

LLLJLLLaL uy 


a Lay y cat ll 


a rratranrr 
dLLd LLdy LL 


l Ly yy Ly ll l 


rttrara a a n 
L L LLdLdddy 


7RCI 


LLLaL^L ty L 


LL LL LLV.LLL 


aayLLLL Ly y 


raanananrta 
Lddy dydy yd 


anranaanat 
dy Ldy ddy d l 


ddy y y l ll Ly 


o*fU 


«yLa Ly y aLa 


1 - r nt* a t"M" a *r 

LLy Let LLLal 


nanaaa1~ann 
y dy add Ldyy 


Ld Ly ydd LLL 


tanrtrtnrr 
Ldy L LL Ly LL 


n 1~ n "t* a *t* +* n rt f 

y Ly Ld l Lyy l 




uy y LaL Laad 


CL L l lc uy ay 


LL LLdy L L L L 


#~*f"/*ia n /~"t~ c\~ n 

cegddce ceg 


afiatnnnnar 

dydeggggdc 


an+aa't'a/'ina 

dgedaXdgga 


you 


f f *t* ft +■ n "t- +■ n 

ll Ly Ly l Ly c 


llc Ly Lyay y 


y L Ly Cd LCd L 


eeaaegddce 


edegd Ldgey 


ecdccaxcag 


JLUZU 


xggxaagcxc 


+*+*an/^"^^r*an 
L LdgC L LCag 


r* 1- +• r 1- -t* t* a -t- 
L X LL XCXXd X 


gxeegxcxey 


xexcaggagg 


ggxgLxgxca 


1 HRH 


LLLCyyCLCL 


ILLLdLllJLd 


nrtta+aatr 
gLLLalddLL 


cagxagxggx 


dagxgexegg 


xcLXxgxgcx 


1 1 AH 


ccxgagxggx 


axaggg xgag 


gggcaaexxx 


gxxexxxxec 


xcagagccxx 


acagacaaag 




xgccxgggac 


agacccccac 


caxccxccxg 


cxgccceggg 


cxgagcxxgx 


cxccaxgxgg 


-LZDU 


g^gggagggc 


xgccgggccx 


gxgagaxece 


xgxaggxgag 


aaaeccaacx 


gaxgexxxec 




LCCdLLLLLL 


Cdldl.LLl.dd 


LLdLLLty LL 


dd L LLLL L LL 


LLdyy Ly Ley 


ggxgxLXdca 


IjoU 


dCg LLdgCad 


naranr/irtn 

gaeagegexg 


l xggg cccLa 


a n a a r* a 
LXdgddCdLX 


ggcaxxggag 


Lxggccccca 




anna 

agga.caT.ccg 


gg Ldddc xgc 


g xggx xecag 


gddCXdXCdd 


aa/""<"/^ia/^^^^ 

ddcxgacxxc 


agcaaagxgg 


IjUU 


cydygdcegg 


g eg eg LCtLL 


Ld LL LLLLdy 


LL LyyLLLdy 


eyyyddLLce 


xcccagxgaa 


-LDDU 


t"3annna1ra 
Lddyyyd LLd 


annnn+*fia /~+- 


ydd LLL L Ldy 


y LLdy Ld Ly L 


L Ld Ly dL Ly d 


ggxccxcaxx 


1 fun 


y l ll lc Ly ad 


C LLdyLLd Ly 


y Ly Ldy LLLd 


LLLd LLL Ly d 


dddy d Ly L LL 


r* +■ *h r* 1* +• -t- +* n a 

Lxxcxe exgd 


JLOOv 


yddyyy Laaa 


nrtnrrrtan 

y c Lyccc Ldy 


n T n +■ +• c 1" n r* c 
y Ly L LL Ly LL 


»~yy LyyLL l l 


LLLyyyyLLL 


tnrrratrtt 
LyLLLdLLLL 


J. / H-VJ 


n t" t"t* 1" a n t* a n 
y l l l Lay cay 


fa rtna rt*rr 


1"1ral"1"lrl"1" 

LLLaLLLLLL 


L.L.L. L L Ly LLL, 


a fit* 1*1" fa 1*nn 
ay l l LLauyy 


naatnantrt 
ydd Lyay ll l 


1 Ron 


l i_ l uy y aay a 


QV. i_ LLaay y a 




l l y Lay ay y l 


aay uy y y y l l 


tnnanatttn 
*~yydydLLLy 


1 RfiO 

XOOLf 


ataa"tcca1:a 


"t a 1 0. a c t a a a 


caaaaacaat 


"taaaxctatt: 

**y **y fc. v* ^- 


acaaoaacaa 

y ******y **y ~**y 


Cl L L L L LLLL L 


1920 


aticatctaac 


cattattttt 


actoaaatct 


aaaatccaca 




yyy ^*y L«ay l 


1980 


aaccctacta 


caxccacctx 


gttccccatg 


gagcccactc 


ccacctgtca 


tccataaacc 


2040 


ccaaaacaac 


aaaatcaaaa 


tacaaaatac 


ttaacactat 


gtccttcttc 


caxccaaaat 


2100 


tggggagtca 


gaggactgtg 


caggaatcgt 


geCCeeCCeg 


egctcxccag 


atgecagcta 


2160 


cgtcaacggg 


gagaacattg 


cggtggcagg 


ctactccact 


eggctctgag 


aggagtgggg 


2220 


gcggctgcgt 


agctgtggtc 


ccaggcccag 


gagectgagg 


gggtgtctag 


gtgatcattt 


2280 


ggatctggag 


gcagagtctg 


ccattctgcc 


agactagcaa 


tttgggggct 


tactcatget 


2340 


aggcttgagg 


aagaagaaaa 


acgcttcggc 


attctcctta 


ggacttatct 


gcttgtagat 


2400 


ttggctgatc 


caattaacat 


gtggggttct 


tggtgtgggt 


ctgaggagct 


gaaggatttt 


2460 
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atggagctgg tgctttggag gaatcttaag ggaaaggagt agaagctcag gcctttgaag 2520 
gatttcagct cctcctctct gtaatttgtg ctttaagcat tttttttcct aaaataaact 2580 
caaatttatc ctcaaaaaaa aaaaaaaaa 2609 

<210> 16 

<211> 1578 

<212> DNA 

<213> Homo sapiens 

<400> 16 



acgaacaggc 


caataaggag 


ggagcagtgc 


ggggtttaaa 


tctgaggcta 


ggctggctct 


60 


tctcggcgtg 


ctgcggcgga 


acggctgttg 


gtttctgctg 


gttgtaggtc 


cttggctggt 


120 


cgggcctccg 


gtgttctgct 


tctccccgct 


gagctgctgc 


ctggtgaaga 


ggaagccatg 


180 


gcgctccgag 


tcaccaggaa 


ctcgaaaatt 


aatgctgaaa 


ataaggcgaa 


gatcaacatg 


240 


gcaggcgcaa 


agcgcgttcc 


tacggcccct 


gctgcaacct 


ccaagcccgg 


actgaggcca 


300 


agaacagctc 


ttggggacat 


tggtaacaaa 


gtcagtgaac 


aactgcaggc 


caaaatgcct 


360 


atgaagaagg 


aagcaaaacc 


ttcagctact 


ggaaaagtca 


ttgataaaaa 


actaccaaaa 


420 


cctcttgaaa 


aggtacctat 


gctggtgcca 


gtgccagtgt 


ctgagccagt 


gccagagcca 


480 


gaacctgagc 


cagaacctga 


gcctgttaaa 


gaagaaaaac 


tttcgcctga 


gcctattttg 


540 


gttgatactg 


cctctccaag 


cccaatggaa 


acatctggat 


gtgcccctgc 


agaagaagac 


600 


ctgtgtcagg 


ctttctctga 


tgtaattctt 


gcagtaaatg 


atgtggatgc 


agaagatgga 


660 


gctgatccaa 


acctttgtag 


tgaatatgtg 


aaagatattt 


atgcttatct 


gagacaactt 


720 


gaggaagagc 


aagcagtcag 


accaaaatac 


ctactgggtc 


gggaagtcac 


tggaaacatg 


780 


agagccatcc 


taattgactg 


gctagtacag 


gttcaaatga 


aattcaggtt 


gttgcaggag 


840 


accatgtaca 


tgactgtctc 


cattattgat 


cggttcatgc 


agaataattg 


tgtgcccaag 


900 


aagatgctgc 


agctggttgg 


tgtcactgcc 


atgtttattg 


caagcaaata 


tgaagaaatg 


960 


taccctccag 


aaattggtga 


ctttgctttt 


gtgactgaca 


acacttatac 


taagcaccaa 


1020 


atcagacaga 


tggaaatgaa 


gattctaaga 


gctttaaact 


ttggtctggg 


tcggcctcta 


1080 


cctttgcact 


tccttcggag 


agcatctaag 


attggagagg 


ttgatgtcga 


gcaacatact 


1140 


ttggccaaat 


acctgatgga 


actaactatg 


ttggactatg 


acatggtgca 


ctttcctcct 


1200 


tctcaaattg 


cagcaggagc 


tttttgctta 


gcactgaaaa 


ttctggataa 


tggtgaatgg 


1260 


acaccaactc 


tacaacatta 


cctgtcatat 


actgaagaat 


ctcttcttcc 


agttatgcag 


1320 


cacctggcta 


agaatgtagt 


catggtaaat 


caaggactta 


caaagcacat 


gactgtcaag 


1380 


aacaagtatg 


ccacatcgaa 


gcatgctaag 


atcagcactc 


taccacagct 


gaattctgca 


1440 


ctagttcaag 


atttagccaa 


ggctgtggca 


aaggtgtaac 


ttgtaaactt 


gagttggagt 


1500 


actatattta 


caaataaaat 


tggcaccatg 


tgccatctgt 


aaaaaaaaaa 


aaaaaaaaaa 


156.0 


aaaaaaaaaa 


aaaaaaaa 










1578 
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<210> 17 

<211> 4256 

<212> DNA 

<213> Homo sapiens 

<400> 17 



tacgagcggc 


xgxgaaggaa 


dCLy L X taaC 


cggaxcccax 


Ly LdLtLaya 


y Ly cdydgcc 




gcctttccag 


catgcagggg 


cxgcxcagcg 


tttagtcaca 


+ /*aanaaa + a 
XCddgdddXd 


gaacagaaxx 


±zu 


cagccatggc 


cccaagaaag 


agaggtggac 


gaggtatttc 




xgcxgxxxcc 


1 OA 


gaaataatga 


tcacccagaa 


atcacgtatc 


ggctgcgaaa 


xgaxagcaac 


tttgcgcttc 




agaccatgga 


accagcattg 


cccatgcccc 


ctgtggagga 


gctggatgtc 


atgttcagtg 


300 


aactggtgga 


tgaactggac 


ctcacagaca 


aacacagaga 


agccatgttt 


gcacttccag 


Odd 

360 


ctgagaaaaa 


atggcaaata 


tactgtagca 


agaaaaagga 


ccaggaagaa 


aacaagggag 


420 


ctacaagttg 


gcctgaattc 


tacattgatc 


agctcaattc 


catggctgct 


agaaaatctc 


A OA 

480 


tgctggcttt 


agagaaggaa 


gaagaagaag 


aaagaagtaa 


aactatagag 


agtttaaaga 


540 


cagcactgag 


gacaaaacca 


atgaggtttg 


taaccagatt 


catcgacttg 


gatggcctat 


/"A a 

600 


catgtatcct 


caactttcta 


aagaccatgg 


actacgagac 


ctcagagtct 


cgaatacata 


660 


cttctctcat 


tggctgtata 


aaggcgttaa 


tgaacaactc 


tcaaggccgg 


gctcacgtcc 


720 


tggctcattc 


tgagagtatt 


aatgtaattg 


ctcagagtct 


gagcacagag 


aacattaaaa 


780 


cgaaggtggc 


cgtgctggaa 


atcttgggcg 


ccgtgtgcct 


ggttcccggg 


ggccacaaga 


O /I A 

840 


aggttctgca 


ggccatgctg 


cactaccaga 


agtatgccag 


cgaaaggacc 


cgctttcaga 


AAA 

yoo 


cattaattaa 


cgacttggat 


aaaagcactg 


ggcggtatcg 


agatgaagtg 


agtctcaaga 


Af A 

yoo 


ctgccatcat 


gtccttcatt 


aaxgcagtgc 


txagccaagg 


tgcaggagtg 


gagagxtxgg 


JLU/iU 


actttagact 


tcatcttcgc 


xaxgaaxxxc 


xgaxgxxagg 


aaxxcaaccx 


gxaaxagaxa 


-LUoU 


aaxxaaggga 


acacyaaaa l 


xcaacaxxay 


a Lay y Id LX L 


dydC L L LUL X 


na a a1*nr1*rr 
y ddd Lye LLL 




gaaaxgaaga 


xgaacxagaa 


uT.l_gCC-aaa.cl 


yd L L Lyddt L 


gy LLLdLdld 


nararaaaaa 
ydLdLddddd 




ri+*/"f f a a /"■+■ 1~ 
y LyLddLLLd 


n a+*n+**t* , tTia ri 


c Ly aLLay y a 


a n a n n f* "t* n a 
ayayy l. tydL 


aLa Lay Ly dd 


nrftarrrnr 

yCL LdLLLyL 




a I - *t~ +■ r* a +• n +* r* 
dLL LCd UCJ LC 


r"a."t*rT"t*nr , a r 
LduLLLytdt 




a a a LyLL u La 


Ldaydyydy L 




1320 


ttcagtactg 


gctactacta 


gatagaatta 


tacagcagat 


agttatccag 


aatgacaaag 


Hon 

1380 


gacaggaccc 


tgactccaca 


cctttggaaa 


actttaatat 


taagaatgtc 


gtacgaatgt 


1440 


tggttaatga 


aaatgaagtt 


aagcagtgga 


aagaacaagc 


ggaaaaaatg 


agaaaagagc 


1500 


acaatgagct 


acaacagaaa 


ctggaaaaga 


aagaacgaga 


atgtgatgct 


aagactcaag 


1560 


agaaggaaga 


gatgatgcag 


accttaaata 


aaatgaaaga 


gaaacttgaa 


aaggagacta 


1620 


ctgagcataa 


gcaagtcaag 


cagcaggtgg 


cggacctcac 


agcacagctc 


catgagctca 


1680 


gcaggagggc 


cgtctgtgct 


tcaatcccag 


gtggaccctc 


gcctggagca 


ccaggagggc 


1740 


cctttccttc 


ctctgtgcct 


ggatctctcc 


ttcctccccc 


accaccccca 


cctctaccag 


1800 


gtgggatgct 


tccccctcca 


ccgcctcccc 


tccctccagg 


tggccctcct 


cctcccccag 


1860 
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ggcctcctcc 


cttaggggca 


atcatgccac 


ctcctggtgc 


tccaatgggc 


ctagcactga 


1920 


agaagaaaag 


cattcctcag 


cccacaaatg 


ccctgaaatc 


cttcaactgg 


tetaaactge 


1980 


ccgagaacaa 


actggaagga 


acagtatgga 


ccgaaattga 


tgatacaaaa 


gtcttcaaaa 


2040 


ttctagatct 


tqaaqacctq 


gaaagaacct 


tctctgccta 


tcaaagacag 


caggatttct 


2100 


ttgtgaacag 


taactccaag 


cagaaagaag 


cagatgecat 


tgatgacact 


ctgagttcca 


2160 


aacttaaaot: 

(AWLV* L* Km Wfc%A^A^g w 


taaaaaactt 


tcqqtqatta 


ataatcaaacj 


agctcagaat 


tgcaacatcc 


2220 




attaaaatta 

Lj L. UMUUM Lp i#W 


tccaatgacg 


aaatcaaacg 


ggcaattcta 


acaatggacg 


2280 


aacaaaaaaa 


tctacccaaa 


aacatqttaa 


aacagctctt 


gaaatttgtt 


cctgaaaaaa 


2340 






aaacataaac 


acaaactaaa 




aaaoctaata 


2400 


nnt*l"rrl"t1"1" 


cy ay a Lyay l 


coaattaatc 

V«y CAVA. V> I.VACA V- V. 


civ* i_a Lcuy v»u 


aaaott*acaa 


tcac"ta"tact 

L\>VS> **y »V*V» w 


2460 


i. v_aaaaay a. a. 


ntttnranan 


»—y uy vyyv.ay 


aaataaaacc 

aay uuuuucc 


"taaaatnnaa 


acaat'tca'tt 


2520 


rtnnrtrpfi3 


ciy a yy *-y *- *- L 


a n ci a o 1~ o a "t* q 
"•y y v*y i-yy i-y 


rrrtraaora 

V— C C C C- CLCi CLl 


y »-y v- L y y **y 


ataat "tttaa 

y *~y y ^ *- *• ^>yy 


2580 


v_cl i_ l Lyyaaa 


t"t"at"aT*naal" 


aaaaatcaaa 

aaay y c v_.c4.cici 


oaoooaatcir 
y yyy y 


a t at: a a a t* t* r 

a LuLyyuL c c 


a a a at at ct a 


2640 


ft c c 1" 3 a 3 r a s 


a a t* "t* n c 1~ n a r 


araaaalrra 

CV V—CICICIC* C C V_ CI 


aratraaraa 

y ca l cy civ— cici 


aaarattarr 


LLLLL^LiUL, L 


2700 


CL UV^CL c c, a.v_ 


tat ty Lyyaa 


cvci c ci ci y LU.CC 


ccau v_ y c c\_ v. 


caatctaaat 

Lflu C C C CVCVCl c 


oaaaaattoc 


2760 


ycty a. La. u i_\_v_ 




ciciCLy l. auuv.u 


Ly uc cy ay v» c 


aaaraaaaaa 


ataaatacct 

a Luay c cv v_ c. i_ 


2820 


•tria na a nlrifi 

L,y ayaay uyy 


v_ l. C y aaay ca 


□"tanaaacaa 

y v-Q.y v*y ucuu 


aactaaaata 

u\j v* vyyua v> w 


"tcaoaao'tct: 

LvHynuy v> v. v. 


caacccccac 


2880 


anf~<~r"nfiafla 


1~ a a n 1" 1" 1" a 1" a 

Laay l. i_ v.y Ly 


LCLy C Ly CCCl 


y ccay L Leu L 


caraataarr 


ay v. c LL.uyc i_ 


2940 




faaaaacctt 

v>y aay civ* v* l. v. 


ctaocaaaaa 


ctaaaaacct 


atttactaaa 

y v> v> Ldv c evev cv 


acaataaaac 

y way uyaayv. 


3000 


civ. i- c ^yyyy a 




aaaatacaac 


caaatiaaatt: 


ctttaacal: t 


t ttaatcaat: 

L v. L y LA l_ V— LAVA W 


3060 




tatatcaaaa 

*-y v-y i_v_uy uu 


accaaacaaa 


aaaacaaaaa 


tataaaaaaa 


aaaaaaaaaa 


3120 


aaaaaaaaca 


tcaaactcac 

Lrt \A LAL^ V* \*J V» 


ataaaaactc 


aactcaaaaa 


acaacataaa 


aaaaaacata 


3180 


aaataaaaaa 

LALAtA L*X^ LA \* WUIA 


aactaaaaaa 

lalala la%^ 


aataataaaa 


aaaqcqqaqa 


qtttqatqac 


cttqtttcaq 


3240 


ctttacgctc 


aqqaaaaqta 


tttgacaaag 


acctttctaa 


attgaaaegg 


aategcaaac 


3300 


atattaccaa 

LA *■* *^ LA^* w la u 


ccagatgact 


qacaqcaqca 


gagagagacc 


aatcacaaaa 


cttaatttct 


3360 


aattttccat 


gaatactttt 


ttttagaaag 


ctcattagca 


gccctctaaa 


gtgactagaa 


3420 


cgtttcatta 


cactgccttg 


caatccaaac 


agtggcaatt 


ttttccttca 


tctgtgagtg 


3480 


aatgtgtgaa 


cgtgtgtatg 


taaatgtatg 


tgtgtatata 


ttaaaaaatg 


tatatagatg 


3540 


Lcxgag Lgi-i- 


rttrtn/ianar 

y ll LyyayctL 


V. Let Let L. y Let L 


yy l Let a a a ay 


a L L Let Ly L La 


a Ly Let Ly Ly v. 




tccaaaacct 


ttcgtgtatg 


cattcacatt 


gagtgtggct 


cattttcttt 


ccccgaacgc 


3660 


catgactgtt . 


cagaagcaca 


atactatctc 


ctgaaagaga 


taagagacat 


tccctagatt 


3720 


caaaggcaaa 


acagaagaaa 


caaacaaaca 


aacaaacaaa 


gettgeaaaa 


tattttatgg 


3780 


tttccaagct 


tgatatcctt 


taaaattatt 


ttcattgatg 


gaactggagt 


tgttggaaaa 


3840 


acatagattt 


aaaatgattt 


ttgatagctg 


acattgtgat 


gttgatgtat 


cacatcagta 


3900 
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ataggaccag ctttgaattt 


ctgacattgg 


tgtggggata 


cagtctgtaa 


atgtttattg 


3960 


agaacatctt gcacacaatt 


tgaattatgt 


agaatgtcaa 


tcaagttttt 


gtatatttaa 


4020 


aagttggaca tcaatttttt 


cccctgattt 


catcaagtta 


tctctgccaa 


gtgctcttga 


4080 


taatttcttc agatttttgg 


aaaaaaacac 


tatataaata 


caatccatgc 


tttttttaaa 


4140 


gaacaacatt 


gecagagtat 


gcttgttcta 


acaatataga 


tatataaacc 


ttaaaaataa 


4200 


taaaatatct 


cacccaagac 


ttaaaggaag 


aattctctga 


agggataaag 


attact 


4256 


<210> 18 

<211> 1628 

<212> DNA 

<213> Homo sapiens 












<400> 18 
y ay i_y i_y y cl- 


rrfnnnttrn 
ll Ly y y l n»y 


aacacaOCaC 
aciL. civ-y y l. a l 


V— V— y l. aL. Lyvy 


catcataata 

^y l Lyy *-y 


ctaacctaat 

*— L y y v- l. Lyy l 


60 


a La Lyya^ya 


rnrrrrnnac 
LyLLv.tyyyv. 


y aui»v>y v»y y l. 


cici l. l l. ^. a v. v. y 




aaccacccria 

y y LLy l.v. Lay 


120 


L yyy LL **y y** 


y l ciy v. uy Ly y 


LyyL LL,yyyy 


Lyi.LL.LaL.Ly 


aaaactaaat 

yaayL Lyya l 


actaacaaat 

yL LyaL-aaa l 


180 


d Lyayaa Lya 




naaaanatrr 

yaaaayaLLU 


fiaanafiafiafl 
y aay ay ciy a y 


naartartrr 

yaaL LaL LLL 


taaataaaca 

Lyya uy y av»a 


240 


i_ i_a Laa^ v»a L 


at □ caaaaa t 


si a a c t*a c ca a 


a l La Ly aay a 


aaanattaan 

a. a ay a l Laay 


atnttrtaro 

a Ly L LL LaLLJ 


300 


aaaaacatt t 


acacttaaac 


nalrianatff* 
y a Ly ay a l v- v. 


n ft a ct\ t* r r*t" 

y l. La^aiLL l 


yya Ly y L.ciy l 


yyy ^°*l l l vy 


360 


acataaaaaa 


caaaaaaaac 




nnat cttcat 

yyo.LV. l l l.c* l 


nnanaannna 

y y ay aay y y 


aacataataa 
y uvci y y y 


420 


cgctccccgc 


ggggatctat 


L>aL»v.y v- 1. llcl 


caataaacaa 

\_yy Lyy uv.y a 


aaaaaactac 


acaaaaacca 

uL.yuuyy 


480 


tgcggctgtt 


tgtgggagaa 


LL.yy Ly tyya 


r aorotaraa 


rrn n C C C fl f~1" 


oarrattttfl 

LJOLLa LLL Ly 


540 


day LLcy v_yy 


y Lay LctL,y Ly 


aa a tttrtnn 

a. a a. iiuLtyy 


raraoarrnr 

LuLuyaLLyL 


L- Laymy Ly v. 


l. y \_ \_ Ly y y aa 


600 


etaacaegtg 


ectegtaaag 


atccccaata 

y v.clv\. a a v. y 


taataactaa 


a caaaaa ate 


aatcactttc 


660 


tetttgettt 


tagaggatag 


ccttaaaact 


aaattatctt 


tcctttataa 


aattatttaa 


720 


tcagaatatt 


ttgtaatgaa 


aaaatctaaa 


aaacaactta 


aaaatataaa 


gagtcacctt 


780 


cattttctgt 


aactcaatca 


aaactaataa 


gtccatggcc 


ctgtgttagt 


teatgeatte 


840 


agttgagtcc 


caaatgaaag 


tttcatctcc 


egaaatgeag 


ttccttagat 


gcccatctgg 


900 


aegtgatgee 


gcgcctgccg 


tataaaaaaq 


tgcaatccta 


gataacacag 


etagecagat 


960 


agaagacact 


tttttctcca 


aaatgatgee 


ttqqqqtqgq 


qaqtgqtagt 


gggaagagct 


1020 


cccaccctaa 


ggggcacaca 


ctgagttgct 


tatgecaett 


ccttgttcaa 


aataaagtaa 


1080 


ctgccttaat 


cttatactca 


tyy l u Lyydy 


ttarrttata 
LtaLLlLd La 


L LLdy y La La 


•t- n 1" n a 1* a "t"t* t* 
Ly uy a La L L L 


1140 


tgcctggttt 


gttaaaattg 


ccccatttag 


attccttcta 


taattgttct 


tatagataag 


1200 


taatttatat 


atgagctgtg 


ttagtatttt 


tttcagtgtg 


agatctctgg 


attctttcac 


1260 


aataaagctg 


ttgaatttta 


acaggagtat 


tagtacataa 


attttctact 


caacaattcc 


1320 


gagataggat 


tatgectagt 


ttgtcatatc 


acagaaaaac 


tccaagttaa 


cttcatgttt 


1380 


tggaagggca 


ggtcgttttt 


aaagtatttc 


tttttttaac 


tggatgaaaa 


atcttcatgt 


1440 
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taggattaat tttcttaatc acctccacac tgtacagagg aaactcaagc cttaaatgtt 1500 

taagtaaact ctgtctcagt tttaggatta aaatacccac cggtggtgtg atgatgccat 1560 

ataccgcagg gcttgcttct gtcaagtgtg actctatctc agtaattaaa ataagtgctg 1620 

atctactg 1628 

<210> 19 

<211> 1619 

<212> DNA 

<213> Homo sapiens 

<400> 19 

ccgccagatt tgaatcgcgg gacccgttgg cagaggtggc ggcggcggca tgggtgcccc 60 

gacgttgccc cctgcctggc agccctttct caaggaccac cgcatctcta cattcaagaa 120 

ctggcccttc ttggagggct gcgcctgcac cccggagcgg atggccgagg ctggcttcat 180 

ccactgcccc actgagaacg agccagactt ggcccagtgt ttcttctgct tcaaggagct 240 

ggaaggctgg gagccagatg acgaccccat agaggaacat aaaaagcatt cgtccggttg 300 

cgctttcctt tctgtcaaga agcagtttga agaattaacc cttggtgaat ttttgaaact 360 

ggacagagaa agagccaaga acaaaattgc aaaggaaacc aacaataaga agaaagaatt 420 

tgaggaaact gcgaagaaag tgcgccgtgc catcgagcag ctggctgcca tggattgagg 480 

cctctggccg gagctgcctg gtcccagagt ggctgcacca cttccagggt ttattccctg 540 

gtgccaccag ccttcctgtg ggccccttag caatgtctta ggaaaggaga tcaacatttt 600 

caaattagat gtttcaactg tgctcctgtt ttgtcttgaa agtggcacca gaggtgcttc 660 

tgcctgtgca gcgggtgctg ctggtaacag tggctgcttc tctctctctc tctctttttt 720 

gggggctcat ttttgctgtt ttgattcccg ggcttaccag gtgagaagtg agggaggaag 780 

aaggcagtgt cccttttgct agagctgaca gctttgttcg cgtgggcaga gccttccaca 840 

gtgaatgtgt ctggacctca tgttgttgag gctgtcacag tcctgagtgt ggacttggca 900 

ggtgcctgtt gaatctgagc tgcaggttcc ttatctgtca cacctgtgcc tcctcagagg 960 

acagtttttt tgttgttgtg tttttttgtt tttttttttt ggtagatgca tgacttgtgt 1020 

gtgatgagag aatggagaca gagtccctgg ctcctctact gtttaacaac atggctttct 1080 

tattttgttt gaattgttaa ttcacagaat agcacaaact acaattaaaa ctaagcacaa 1140 

agccattcta agtcattggg gaaacggggt gaacttcagg tggatgagga gacagaatag 1200 

agtgatagga agcgtctggc agatactcct tttgccactg ctgtgtgatt agacaggccc 1260 

agtgagccgc ggggcacatg ctggccgctc ctccctcaga aaaaggcagt ggcctaaatc 1320 

ctttttaaat gacttggctc gatgctgtgg gggactggct gggctgctgc aggccgtgtg 1380 

tctgtcagcc caaccttcac atctgtcacg ttctccacac gggggagaga cgcagtccgc 1440 

ccaggtcccc gctttctttg gaggcagcag ctcccgcagg gctgaagtct ggcgtaagat 1500 

gatggatttg attcgccctc ctccctgtca tagagctgca gggtggattg ttacagcttc 1560 

gctggaaacc tctggaggtc atctcggctg ttcctgagaa ataaaaagcc tgtcatttc 1619 
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<210> 20 

<211> 782 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Met Ala Pro His Arg Pro Ala Pro Ala Leu Leu Cys Ala Leu ser Leu 
15 10 15 

Ala Leu cys Ala Leu Ser Leu Pro val Arg Ala Ala Thr Ala Ser Arg 
20 25 30 

Gly Ala ser Gin Ala Gly Ala Pro Gin Gly Arg Val Pro Glu Ala Arg 
35 40 45 

Pro Asn Ser Met Val Val Glu His Pro Glu Phe Leu Lys Ala Gly Lys 
50 55 60 

Glu Pro Gly Leu Gin lie Trp Arg Val Glu Lys Phe Asp Leu val. Pro 
65 70 " 75 80 



val Pro Thr Asn Leu Tyr Gly Asp Phe Phe Thr Gly Asp Ala Tyr val 
85 90 95 

lie Leu Lys Thr Val Gin Leu Arg Asn Gly Asn Leu Gin Tyr Asp Leu 
100 105 110 

His Tyr Trp Leu Gly Asn Glu Cys Ser Gin Asp Glu Ser Gly Ala Ala 
115 120 125 

Ala lie Phe Thr Val Gin Leu Asp Asp Tyr Leu Asn Gly Arg Ala Val 
130 135 140 

Gin His Arg Glu Val Gin Gly Phe Glu Ser Ala Thr Phe Leu Gly Tyr 
145 ~ 150 155 160 

Phe Lys Ser Gly Leu Lys Tyr Lys Lys Gly Gly Val Ala Ser Gly Phe 
165 170 175 

Lys His val val Pro Asn Glu Val Val val Gin Arg Leu Phe Gin Val 
180 185 190 

Lys Gly Arg Arg val val Arg Ala Thr Glu Val Pro Val Ser Trp Glu 
195 ~ 200 205 

Ser Phe Asn Asn Gly Asp cys Phe lie Leu Asp Leu Gly Asn Asn lie 
210 215 220 

His Gin Trp cys Gly ser Asn ser Asn Arg Tyr Glu Arg Leu Lys Ala 
225 230 235 240 
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Thr Gin Val Ser Lys Gly lie Arg Asp Asn Glu Arg Ser Gly Arg Ala 
245 250 255 

Arg val His Val ser Glu Glu Gly Thr Glu Pro Glu Ala Met Leu Gin 
260 265 270 

Val Leu Gly pro Lys Pro Ala Leu Pro Ala Gly Thr Glu Asp Thr Ala 
275 280 285 

Lys Glu Asp Ala Ala Asn Arg Lys Leu Ala Lys Leu Tyr Lys Val ser 
290 295 300 

Asn Gly Ala Gly Thr Met Ser Val Ser Leu Val Ala Asp Glu Asn Pro 
305 310 315 320 

Phe Ala Gin Gly Ala Leu Lys ser Glu Asp cys Phe lie Leu Asp His 
325 330 335 

Gly Lys Asp Gly Lys lie Phe Val Trp Lys Gly Lys Gin Ala Asn Thr 
340 345 350 

Glu Glu Arg Lys Ala Ala Leu Lys Thr Ala Ser Asp Phe lie Thr Lys 
355 360 365 

Met Asp Tyr Pro Lys Gin Thr Gin Val Ser Val Leu Pro Glu Gly Gly 
370 375 380 

Glu Thr Pro Leu Phe Lys Gin Phe Phe Lys Asn Trp Arg Asp Pro Asp 
385 390 395 400 

Gin Thr Asp Gly Leu Gly Leu Ser Tyr Leu ser Ser His lie Ala Asn 
405 410 415 

val Glu Arg Val Pro Phe Asp Ala Ala Thr Leu His Thr Ser Thr Ala 
420 425 430 

Met Ala Ala Gin His Gly Met Asp Asp Asp Gly Thr Gly Gin Lys Gin 
435 440 445 

lie Trp Arg lie Glu Gly Ser Asn Lys val Pro Val Asp Pro Ala Thr 
450 455 460 

Tyr Gly Gin Phe Tyr Gly Gly Asp ser Tyr lie He Leu Tyr Asn Tyr 
465 470 475 480 

Arg His Gly Gly Arg Gin Gly Gin lie lie Tyr Asn Trp Gin Gly Ala 
485 490 495 

Gin Ser Thr Gin Asp Glu Val Ala Ala ser Ala He Leu Thr Ala Gin 
500 505 510 
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Leu Asp Glu Glu Leu Gly Gly Thr Pro val Gin ser Arg val val Gin 
515 520 525 

Gly Lys Glu Pro Ala His Leu Met ser Leu Phe Gly Gly Lys Pro Met 
530 535 540 

lie lie Tyr Lys Gly Gly Thr Ser Arg Glu Gly Gly Gin Thr Ala Pro 
545 550 555 560 

Ala Ser Thr Arg Leu Phe Gin Val Arg Ala Asn Ser Ala Gly Ala Thr 
565 570 575 

Arg Ala val Glu val Leu Pro Lys Ala Gly Ala Leu Asn ser Asn Asp 
580 585 590 

Ala Phe val Leu Lys Thr Pro ser Ala Ala Tyr Leu Trp Val Gly Thr 
595 600 605 

Gly Ala Ser Glu Ala Glu Lys Thr Gly Ala Gin Glu Leu Leu Arg Val 
610 615 620 

Leu Arg Ala Gin Pro Val Gin Val Ala Glu Gly Ser Glu Pro Asp Gly 
625 630 635 640 

Phe Trp Glu Ala Leu Gly Gly Lys Ala Ala Tyr Arg Thr Ser Pro Arg 
645 650 ~ 655 

Leu Lys Asp Lys Lys Met Asp Ala His Pro Pro Arg Leu Phe Ala Cys 
660 665 670 

Ser Asn Lys lie Gly Arg Phe Val lie Glu Glu Val Pro Gly Glu Leu 
675 " 680 685 

Met Gin Glu Asp Leu Ala Thr Asp Asp val Met Leu Leu Asp Thr Trp 
690 695 700 

Asp Gin Val Phe Val Trp Val Gly Lys Asp Ser Gin Glu Glu Glu Lys 
705 710 715 720 

Thr Glu Ala Leu Thr ser Ala Lys Arg Tyr lie Glu Thr Asp Pro Ala 
725 730 735 

Asn Arg Asp Arg Arg Thr Pro lie Thr Val Val Lys Gin Gly Phe Glu 
740 745 750 

Pro Pro Ser Phe Val Gly Trp Phe Leu Gly Trp Asp Asp Asp Tyr Trp 
755 760 765 

Ser val Asp Pro Leu Asp Arg Ala Met Ala Glu Leu Ala Ala 
770 775 780 
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<210> 21 

<211> 1594 

<212> PRT 

<213> Homo sapiens 

<400> 21 

Met Lys Leu Tyr Val Phe Leu Val Asn Thr Gly Thr Thr Leu Thr Phe 
15 10 15 



Asp Thr Glu Leu Thr val Gin Thr Val Ala Asp Leu Lys His Ala lie 
20 25 30 



Gin ser Lys Tyr Lys lie Ala lie Gin His Gin val Leu val val Asn 
35 40 45 



Gly Gly Glu Cys Met Ala Ala Asp Arg Arg val Cys Thr Tyr ser Ala 
50 55 60 



Gly Thr Asp Thr Asn Pro lie Phe Leu Phe Asn Lys Glu Met lie Leu 
65 70 75 80 



Cys Asp Arg Pro Pro Ala lie Pro Lys Thr Thr Phe Ser Thr Glu Asn 
85 90 95 



Asp Met Glu lie Lys val Glu Glu Ser Leu Met Met Pro Ala Val Phe 
100 105 110 



His Thr val Ala ser Arg Thr Gin Leu Ala Leu Glu Met Tyr Glu Val 
115 ~ 120 125 



Ala Lys Lys Leu Cys Ser Phe Cys Glu Gly Leu val His Asp Glu His 
130 135 140 



Leu Gin His Gin Gly Trp Ala Ala lie Met Ala Asn Leu Glu Asp Cys 
145 150 155 160 



ser Asn ser Tyr Gin Lys Leu Leu Phe Lys Phe Glu ser lie Tyr Ser 
165 170 175 



Asn Tyr Leu Gin Ser lie Glu Asp lie Lys Leu Lys Leu Thr His Leu 
180 185 190 



Gly Thr Ala val ser val Met Ala Lys lie Pro Leu Leu Glu Cys Leu 
195 200 .205 



Thr Arg His ser Tyr Arg Glu Cys Leu Gly Arg Leu Asp Ser Leu Pro 
210 215 220 



Glu His Glu Asp ser Glu Lys Ala Glu Thr Lys Arg ser Thr Glu Leu 



225 



230 




240 
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val Leu ser Pro Asp Met Pro Arg Thr Thr Asn Glu Ser Leu Leu Thr 
245 ~ 250 255 

Ser Phe Pro Lys ser Val Glu His val ser Pro Asp Thr Ala Asp Ala 
260 265 270 

Glu Ser Gly Lys Glu lie Arg Glu ser Cys Gin Ser Thr val His Gin 
275 280 285 

Gin Asp Glu Thr Thr lie Asp Thr Lys Asp Gly Asp Leu Pro Phe Phe 
290 295 300 

Asn Val Ser Leu Leu Asp Trp lie Asn Val Gin Asp Arg Pro Asn Asp 
305 310 315 320 

Val Glu Ser Leu Val Arg Lys cys Phe Asp Ser Met Ser Arg Leu Asp 
325 330 335 

Pro Arg lie lie Arg Pro Phe lie Ala Glu cys Arg Gin Thr lie Ala 
340 345 350 

Lys Leu Asp Asn Gin Asn Met Lys Ala lie Lys Gly Leu Glu Asp Arg 
355 360 365 

Leu Tyr Ala Leu Asp Gin Met lie Ala Ser Cys Gly Arg Leu val Asn 
370 375 380 

Glu Gin Lys Glu Leu Ala Gin Gly Phe Leu Ala Asn Gin Lys Arg Ala 
385 390 395 400 

Glu Asn Leu Lys Asp Ala ser Val Leu Pro Asp Leu Cys Leu Ser His 
405 410 415 

Ala Asn Gin Leu Met lie Met Leu Gin Asn His Arg Lys Leu Leu Asp 
420 425 430 

lie Lys Gin Lys cys Thr Thr Ala Lys Gin Glu Leu Ala Asn Asn Leu 
435 440 445 

His Val Arg Leu Lys Trp cys Cys Phe Val Met Leu His Ala Asp Gin 
450 455 460 

Asp Gly Glu Lys Leu Gin Ala Leu Leu Arg Leu Val He Glu Leu Leu 
465 470 475 480 

Glu Arg Val Lys lie val Glu Ala Leu Ser Thr Val Pro Gin Met Tyr 
485 490 495 

Cys Leu Ala Val Val Glu val Val Arg Arg Lys Met Phe lie Lys His 
500 505 510 
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Tyr Arq Glu Trp Ala Gly Ala Leu Val Lys Asp Gly Lys Arg Leu Tyr 
515 520 525 

Glu Ala Glu Lys ser Lys Arg Glu ser Phe Gly Lys Leu Phe Arg Lys 
530 535 540 

ser Phe Leu Arg Asn Arg Leu phe Arg Gly Leu Asp Ser Trp Pro Pro 
545 550 555 560 

ser Phe cys Thr Gin Lys Pro Arg Lys Phe Asp Cys Glu Leu Pro Asp 
565 570 575 

lie Ser Leu Lys Asp Leu Gin Phe Leu Gin Ser Phe Cys Pro Ser Glu 
580 585 590 

Val Gin Pro Phe Leu Arg Val Pro Leu Leu Cys Asp Phe Glu Pro Leu 
595 600 605 

His Gin His Val Leu Ala Leu His Asn Leu Val Lys Ala Ala Gin Ser 
610 615 620 

Leu Asp Glu Met ser Gin Thr lie Thr Asp Leu Leu Ser Glu Gin Lys 
625 630 635 640 

Ala ser Val Ser Gin Thr Ser Pro Gin Ser Ala ser ser Pro Arg Met 
645 650 655 

Glu ser Thr Ala Gly lie Thr Thr Thr Thr Ser Pro Arg Thr Pro Pro 
660 665 670 

Pro Leu Thr Val Gin Asp Pro Leu Cys Pro Ala Val Cys Pro Leu Glu 
675 680 685 

Glu Leu Ser Pro Asp Ser lie Asp Ala His Thr Phe Asp Phe Glu Thr 
690 695 700 

lie Pro His Pro Asn lie Glu Gin Thr lie His Gin val ser Leu Asp 
705 710 715 720 

Leu Asp ser Leu Ala Glu ser Pro Glu Ser Asp Phe Met Ser Ala Val 
725 730 735 

Asn Glu Phe Val lie Glu Glu Asn Leu Ser Ser Pro Asn Pro He ser 
740 745 750 

Asp Pro Gin ser Pro Glu Met Met val Glu ser Leu Tyr ser Ser val 
755 760 765 

He Asn Ala lie Asp ser Arg Arg Met Gin Asp Thr Asn val Cys Gly 
770 775 780 
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Lys Glu Asp Phe Gly Asp His Thr ser Leu Asn val Gin Leu Glu Arg 
785 790 795 800 

cys Arg val val Ala Gin Asp Ser His Phe ser lie Gin Thr He Lys 
805 810 815 

Glu Asp Leu Cys His Phe Arg Thr Phe Val Gin Lys Glu Gin cys Asp 
820 825 830 

Phe Ser Asn Ser Leu Lys Cys Thr Ala val Glu lie Arg Asn He lie 
835 840 845 

Glu Lys Val Lys Cys Ser Leu Glu lie Thr Leu Lys Glu Lys His Gin 
850 855 860 

Lys Glu Leu Leu ser Leu Lys Asn Glu Tyr Glu Gly Lys Leu Asp Gly 
865 870 875 880 

Leu lie Lys Glu Thr Glu Glu Asn Glu Asn Lys He Lys Lys Leu Lys 
885 890 895 

Gly Glu Leu val cys Leu Glu Glu Val Leu Gin Asn Lys Asp Asn Glu 
900 905 910 

Phe Ala Leu Val Lys His Glu Lys Glu Ala val lie Cys Leu Gin Asn 
915 920 925 

Glu Lys Asp Gin Lys Leu Leu Glu Met Glu Asn lie Met His ser Gin 
930 935 940 

Asn Cys Glu lie Lys Glu Leu Lys Gin Ser Arg Glu lie Val Leu Glu 
945 950 955 960 

Asp Leu Lys Lys Leu His Val Glu Asn Asp Glu Lys Leu Gin Leu Leu 
965 970 975 

Arg Ala Glu Leu Gin Ser Leu Glu Gin Ser His Leu Lys Glu Leu Glu 
980 985 990 

Asp Thr Leu Gin Val Arg His He Gin Glu Phe Glu Lys Val Met Thr 
995 1000 1005 

Asp His Arg Val ser Leu Glu Glu Leu Lys Lys Glu Asn Gin Gin 
1010 1015 1020 

He He Asn Gin He Gin Glu ser His Ala Glu He He Gin Glu 
1025 1030 1035 

Lys Glu Lys Gin Leu Gin Glu Leu Lys Leu Lys val ser Asp Leu 
1040. 1045 1050 

Page 33 



WO 2005/059108 PCT/US2004/041883 



Ser Asp Thr Arg cys Lys Leu Glu val Glu Leu Ala Leu Lys Glu 
1055 ~ 1060 1065 

Ala Glu Thr Asp Glu lie Lys He Leu Leu Glu Glu ser Arg Ala 
1070 1075 1080 

Gin Gin Lys Glu Thr Leu Lys Ser Leu Leu Glu Gin Glu Thr Glu 
1085 1090 1095 

Asn Leu Arg Thr Glu lie ser Lys Leu Asn Gin Lys He Gin Asp 
1100 1105 1110 

Asn Asn Glu Asn Tyr Gin val Gly Leu Ala Glu Leu Arg Thr Leu 
1115 1120 1125 

Met Thr lie Glu Lys Asp Gin cys lie Ser Glu Leu lie Ser Arg 
1130 1135 1140 

His Glu Glu Glu Ser Asn lie Leu Lys Ala Glu Leu Asn Lys Val 
1145 1150 1155 

Thr Ser Leu His Asn Gin Ala Phe Glu lie Glu Lys Asn Leu Lys 
1160 1165 1170 

Glu Gin lie lie Glu Leu Gin Ser Lys Leu Asp Ser Glu Leu Ser 
1175 1180 1185 

Ala Leu Glu Arg Gin Lys Asp Glu Lys lie Thr Gin Gin Glu Glu 
1190 1195 1200 

Lys Tyr Glu Ala lie He Gin Asn Leu Glu Lys Asp Arg Gin Lys 
1205 1210 1215 

Leu Val Ser Ser Gin Glu Gin Asp Arg Glu Gin Leu lie Gin Lys 
1220 1225 1230 

Leu Asn cys Glu Lys Asp Glu Ala lie Gin Thr Ala Leu Lys Glu 
1235 1240 1245 

Phe Lys Leu Glu Arg Glu Val Val Glu Lys Glu Leu Leu Glu Lys 
1250 1255 1260 

val Lys His Leu Glu Asn Gin lie Ala Lys ser Pro Ala lie Asp 
1265 1270 1275 

Ser Thr Arg Gly Asp ser ser Ser Leu val Ala Glu Leu Gin Glu 
1280 1285 1290 

Lys Leu Gin Glu Glu Lys Ala Lys Phe Leu Glu Gin Leu Glu Glu 
1295 1300 1305 
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Gin Glu Lys Arg Lys Asn Glu Glu Met Gin Asn Val Arg Thr ser 
1310 1315 1320 

Leu He Ala Glu Gin Gin Thr Asn Phe Asn Thr Val Leu Thr Arg 
1325 1330 1335 

Glu Lys Met Arg Lys Glu Asn lie He Asn Asp Leu Ser Asp Lys 
1340 1345 . 1350 

Leu Lys Ser Thr Met Gin Gin Gin Glu Arg Asp Lys Asp Leu lie 
1355 1360 1365 

Glu Ser Leu Ser Glu Asp Arg Ala Arg Leu Leu Glu Glu Lys Lys 
1370 1375 1380 

Lys Leu Glu Glu Glu Val ser Lys Leu Arg Ser ser ser Phe val 
1385 1390 1395 

Pro ser Pro Tyr Val Ala Thr Ala Pro Glu Leu Tyr Gly Ala cys 
1400 1405 1410 

Ala Pro Glu Leu Pro Gly Glu ser Asp Arg Ser Ala val Glu Thr 
1415 1420 ~ 1425 

Ala Asp Glu Gly Arg val Asp Ser Ala Met Glu Thr Ser Met Met 
1430 1435 1440 

Ser val Gin Glu Asn He His Met Leu Ser Glu Glu Lys Gin Arg 
1445 1450 1455 

lie Met Leu Leu Glu Arg Thr Leu Gin Leu Lys Glu Glu Glu Asn 
1460 1465 1470 

Lys Arg Leu Asn Gin Arg Leu Met Ser Gin Ser Met Ser ser Val 
1475 1480 1485 

Ser Ser Arg His ser Glu Lys lie Ala lie Arg Asp Phe Gin Val 
1490 1495 1500 

Gly Asp Leu Val Leu lie lie Leu Asp Glu Arg His Asp Asn Tyr 
1505 1510 1515 

Val Leu Phe Thr Val Ser Pro Thr Leu Tyr Phe Leu His Ser Glu 
1520 1525 1530 

ser Leu Pro Ala Leu Asp Leu Lys Pro Gly Glu Gly Ala ser Gly 
1535 1540 1545 

Ala ser Arg Arg Pro Trp Val Leu Gly Lys Val Met Glu Lys Glu 
1550 1555 1560 
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Tyr cys Gin Ala Lys Lys Ala Gin Asn Arg Phe Lys Val Pro Leu 
1565 " 1570 "* 1575 

Gly Thr Lys Phe Tyr Arg val Lys Ala val ser Trp Asn Lys Lys 
1580 1585 1590 



Val 



<210> 22 . 

<211> 164 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Met Ser Glu Pro Ala Gly Asp val Arg Gin Asn Pro Cys Gly Ser Lys 
1 5 10 15 

Ala cys Arg Arg Leu Phe Gly Pro Val Asp Ser Glu Gin Leu Ser Arg 
20 25 30 

Asp Cys Asp Ala Leu Met Ala Gly Cys lie Gin Glu Ala Arg Glu Arg 
35 40 45 

Trp Asn Phe Asp Phe Val Thr Glu Thr Pro Leu Glu Gly Asp Phe Ala 
50 55 60 

Trp Glu Arg Val Arg Gly Leu Gly Leu Pro Lys Leu Tyr Leu Pro Thr 
65 70 75 80 

Gly Pro Arg Arg Gly Arg Asp Glu Leu Gly Gly Gly Arg Arg Pro Gly 
85 90 95 

Thr ser Pro Ala Leu Leu Gin Gly Thr Ala Glu Glu Asp His Val Asp 
100 105 110 

Leu ser Leu Ser cys Thr Leu val Pro Arg ser Gly Glu Gin Ala Glu 
115 120 125 

Gly ser Pro Gly Gly Pro Gly Asp ser Gin Gly Arg Lys Arg Arg Gin 
130 135 140 

Thr ser Met Thr Asp Phe Tyr His Ser Lys Arg Arg Leu lie Phe Ser 
145 150 155 160 



Lys Arg Lys Pro 



<210> 23 

<211> 313 

<212> PRT 

<213> Homo sapiens 
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<400> 23 

Met Pro val Ala Gly Ser Glu Leu Pro Arg Arg Pro Leu Pro Pro Ala 
1 5 10 15 

Ala Gin Glu Arg Asp Ala Glu Pro Arg Pro Pro His Gly Glu Leu Gin 
20 25 30 

Tyr Leu Gly Gin lie Gin His He Leu Arg cys Gly Val Arg Lys Asp 
35 40 45 

Asp Arg Thr Gly Thr Gly Thr Leu Ser Val Phe Gly Met Gin Ala Arg 
50 55 60 

Tyr Ser Leu Arg Asp Glu Phe Pro Leu Leu Thr Thr Lys Arg Val Phe 
65 70 75 80 

Trp Lys Gly Val Leu Glu Glu Leu Leu Trp Phe lie Lys Gly ser Thr 
85 90 95 

Asn Ala Lys Glu Leu Ser Ser Lys Gly val Lys lie Trp Asp Ala Asn 
100 105 * 110 

Gly ser Arg Asp Phe Leu Asp Ser Leu Gly Phe Ser Thr Arg Glu Glu 
115 120 125 

Gly Asp Leu Gly Pro Val Tyr Gly Phe Gin Trp Arg His Phe Gly Ala 
130 135 140 

Glu Tyr Arg Asp Met Glu ser Asp Tyr ser Gly Gin Gly Val Asp Gin 
145 150 155 160 

Leu Gin Arg Val lie Asp Thr lie Lys Thr Asn Pro Asp Asp Arg Arg 
165 170 175 

lie lie Met Cys Ala Trp Asn Pro Arg Asp Leu Pro Leu Met Ala Leu 
180 185 190 

Pro Pro Cys His Ala Leu Cys Gin Phe Tyr val val Asn Ser Glu Leu 
195 200 205 

Ser Cys Gin Leu Tyr Gin Arg Ser Gly Asp Met Gly Leu Gly val Pro 
210 215 220 

Phe Asn He Ala Ser Tyr Ala Leu Leu Thr Tyr Met lie Ala His lie 
225 230 235 240 

Thr Gly Leu Lys Pro Gly Asp phe lie His Thr Leu Gly Asp Ala His 
245 250 255 

lie Tyr Leu Asn His lie Glu pro Leu Lys lie Gin Leu Gin Arg Glu 
260 265 270 
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Pro Arg Pro Phe Pro Lys Leu Arg He Leu Arg Lys val Glu Lys lie 
275 280 285 

Asp Asp Phe Lys Ala Glu Asp Phe Gin lie Glu Gly Tyr Asn Pro His 
290 295 300 

Pro Thr lie Lys Met Glu Met Ala Val 
305 310 

<210> 24 

<211> 179 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Met Ala ser Gin Asn Arg Asp Pro Ala Ala Thr Ser Val Ala Ala Ala 
1 5 10 15 

Arg Lys Gly Ala Glu Pro Ser Gly Gly Ala Ala Arg Gly Pro Val Gly 
20 25 30 

Lys Arg Leu Gin Gin Glu Leu Met Thr Leu Met Met Ser Gly Asp Lys 
35 40 45 

Gly lie Ser Ala Phe Pro Glu Ser Asp Asn Leu Phe Lys Trp Val Gly 
50 55 60 

Thr lie His Gly Ala Ala Gly Thr Val Tyr Glu Asp Leu Arg Tyr Lys 
65 70 75 80 

Leu Ser Leu Glu Phe Pro Ser Gly Tyr Pro Tyr Asn Ala Pro Thr val 
85 90 95 

Lys Phe Leu Thr Pro cys Tyr His Pro Asn Val Asp Thr Gin Gly Asn 
100 105 110 

lie Cys Leu Asp lie Leu Lys Glu Lys Trp Ser Ala Leu Tyr Asp Val 
115 120 125 

Arg Thr lie Leu Leu Ser lie Gin Ser Leu Leu Gly Glu Pro Asn lie 
130 135 140 

Asp ser Pro Leu Asn Thr His Ala Ala Glu Leu Trp Lys Asn Pro Thr 
145 150 155 160 

Ala Phe Lys Lys Tyr Leu Gin Glu Thr Tyr ser Lys Gin Val Thr ser 
165 170 ' 175 

Gin Glu Pro 
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<210> 25 

<211> 736 

<212> PRT 

<213> Homo sapiens 

<400> 25 

Met Lys Lys ser Arg ser val Met Thr val Met Ala Asp Asp Asn val 
15 10 15 

Lys Asp Tyr Phe Glu Cys ser Leu Ser Lys ser Tyr Ser Ser Ser Ser 
20 25 30 

Asn Thr Leu Gly lie Asp Leu Trp Arg Gly Arg Arg cys cys Ser Gly 
35 40 45 

Asn Leu Gin Leu Pro Pro Leu Ser Gin Arg Gin ser Glu Arg Ala Arg 
50 55 60 

Thr Pro Glu Gly Asp Gly lie Ser Arg Pro Thr Thr Leu Pro Leu Thr 
65 70 75 80 

Thr Leu Pro Ser lie Ala lie Thr Thr val ser Gin Glu Cys Phe Asp 
85 90 95 

Val Glu Asn Gly Pro Ser Pro Gly Arg Ser Pro Leu Asp Pro Gin Ala 
100 105 110 

Ser Ser Ser Ala Gly Leu val Leu His Ala Thr Phe Pro Gly His Ser 
115 • 120 125 

Gin Arg Arg Glu ser Phe Leu Tyr Arg Ser Asp ser Asp Tyr Asp Leu 
130 135 140 

ser Pro Lys Ala Met Ser Arg Asn ser Ser Leu Pro Ser Glu Gin His 
145 150 155 160 

Gly Asp Asp Leu lie Val Thr Pro Phe Ala Gin Val Leu Ala Ser Leu 
165 170 175 

Arg Ser Val Arg Asn Asn Phe Thr lie Leu Thr Asn Leu His Gly Thr 
180 185 190 

Ser Asn Lys Arg ser Pro Ala Ala ser Gin Pro Pro val ser Arg Val 
195 200 205 

Asn Pro Gin Glu Glu Ser Tyr Gin Lys Leu Ala Met Glu Thr Leu Glu 
210 215 * 220 

Glu Leu Asp Trp cys Leu Asp Gin Leu Glu Thr lie Gin Thr Tyr Arg 
225 230 235 240 
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Ser val Ser Glu Met Ala Ser Asn Lys Phe Lys Arg Met Leu Asn Arg 
245 250 255 

Glu Leu Thr His Leu Ser Glu Met Ser Arg Ser Gly Asn Gin val Ser 
260 265 270 

Glu Tyr lie Ser Asn Thr Phe Leu Asp Lys Gin Asn Asp Val Glu lie 
275 280 285 

Pro ser Pro Thr Gin Lys Asp Arg Glu Lys Lys Lys Lys Gin Gin Leu 
290 295 300 

Met Thr Gin lie ser Gly val Lys Lys Leu Met His Ser Ser Ser Leu 
305 310 315 320 

Asn Asn Thr ser lie Ser Arg Phe Gly Val Asn Thr Glu Asn Glu Asp 
325 330 335 

His Leu Ala Lys Glu Leu Glu Asp Leu Asn Lys Trp Gly Leu Asn lie 
340 345 350 

Phe Asn val Ala Gly Tyr ser His Asn Arg Pro Leu Thr Cys lie Met 
355 360 365 

Tyr Ala lie Phe Gin Glu Arg Asp Leu Leu Lys Thr Phe Arg lie Ser 
370 375 380 

Ser Asp Thr Phe lie Thr Tyr Met Met Thr Leu Glu Asp His Tyr His 
385 390 395 400 

Ser Asp Val Ala Tyr His Asn Ser Leu His Ala Ala Asp Val Ala Gin 
405 410 415 

Ser Thr His Val Leu Leu Ser Thr Pro Ala Leu Asp Ala Val Phe Thr 
420 425 430 

Asp Leu Glu lie Leu Ala Ala lie Phe Ala Ala Ala lie His Asp val 
435 440 445 

Asp His Pro Gly val Ser Asn Gin Phe Leu lie Asn Thr Asn Ser Glu 
450 455 460 

Leu Ala Leu Met Tyr Asn Asp Glu ser Val Leu Glu Asn His His Leu 
465 470 475 480 

Ala Val Gly Phe Lys Leu Leu Gin Glu Glu His Cys Asp lie Phe Met 
485 490 495 

Asn Leu Thr Lys Lys Gin Arg Gin Thr Leu Arg Lys Met Val lie Asp 
500 505 510 
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Met val Leu Ala Thr Asp Met ser Lys His Met Ser Leu Leu Ala Asp 
515 520 525 

Leu Lys Thr Met Val Glu Thr Lys Lys val Thr ser ser Gly Val Leu 
530 535 540 

Leu Leu Asp Asn Tyr Thr Asp Arg lie Gin Val Leu Arg Asn Met Val 
545 550 ™ 555 560 

His Cys Ala Asp Leu Ser Asn Pro Thr Lys Ser Leu Glu Leu Tyr Arg 
565 570 575 

Gin Trp Thr Asp Arg lie Met Glu Glu Phe Phe Gin Gin Gly Asp Lys 
580 585 590 

Glu Arg Glu Arg Gly Met Glu lie ser Pro Met cys Asp Lys His Thr 
595 600 605 

Ala ser val Glu Lys Ser Gin val Gly Phe lie Asp Tyr lie Val His 
610 615 620 

Pro Leu Trp Glu Thr Trp Ala Asp Leu val Gin Pro Asp Ala Gin Asp 
625 630 635 640 

He Leu Asp Thr Leu Glu Asp Asn Arg Asn Trp Tyr Gin Ser Met lie 
645 650 655 

Pro Gin Ser Pro ser Pro Pro Leu Asp Glu Gin Asn Arg Asp Cys Gin 
660 665 670 

Gly Leu Met Glu Lys Phe Gin Phe Glu Leu Thr Leu Asp Glu Glu Asp 
675 680 685 

ser Glu Gly Pro Glu Lys Glu Gly Glu Gly His ser Tyr Phe ser ser 
690 695 700 

Thr Lys Thr Leu Cys val He Asp Pro Glu Asn Arg Asp Ser Leu Gly 
705 710 715 720 

Glu Thr Asp lie Asp lie Ala Thr Glu Asp Lys Ser Pro val Asp Thr 
725 730 735 

<210> 26 

<211> 97 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Met cys ser Ser Leu Glu Gin Ala Leu Ala Val Leu val Thr Thr Phe 
15 10 15 

His Lys Tyr Ser cys Gin Glu Gly Asp Lys Phe Lys Leu ser Lys Gly 
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20 25 30 

Glu Met Lys Glu Leu Leu His Lys Glu Leu Pro ser Phe val Gly Glu 
35 40 45 

Lys val Asp Glu Glu Gly Leu Lys Lys Leu Met Gly ser Leu Asp Glu 
50 55 60 

Asn ser Asp Gin Gin val Asp Phe Gin Glu Tyr Ala val Phe Leu Ala 
65 70 75 80 

Leu lie Thr val Met Cys Asn Asp Phe Phe Gin Gly cys Pro Asp Arg 
85 90 95 



Pro 



<210> 27 

<2U> 271 

<212> PRT 

<213> Homo sapiens 

<400> 27 

Met Phe Arg Asp Phe Gly Glu Pro Gly Pro ser ser Gly Asn Gly Gly 
15 10 15 

Gly Tyr Gly Gly Pro Ala Gin Pro Pro Ala Ala Ala Gin Ala Ala Gin 
20 25 30 

Gin Lys Phe His Leu Val Pro Ser lie Asn Thr Met ser Gly ser Gin 
35 40 45 

Glu Leu Gin Trp Met val Gin Pro His Phe Leu Gly Pro ser Ser Tyr 
50 55 60 

pro Arg Pro Leu Thr Tyr Pro Gin Tyr ser Pro Pro Gin Pro Arg Pro 
65 70 75 80 

Gly Val lie Arg Ala Leu Gly Pro Pro Pro Gly val Arg Arg Arg Pro 
85 90 95 

Cys Glu Gin He ser Pro Glu Glu Glu Glu Arg Arg Arg val Arg Arg 
100 105 ~ 110 

Glu Arg Asn Lys Leu Ala Ala Ala Lys Cys Arg Asn Arg Arg Lys Glu 
115 120 " 125 

Leu Thr Asp Phe Leu Gin Ala Glu Thr Asp Lys Leu Glu Asp Glu Lys 
130 135 140 

Ser Gly Leu Gin Arg Glu lie Glu Glu Leu Gin Lys Gin Lys Glu Arg 
145 150 155 160 
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Leu Glu Leu val Leu Glu Ala His Arg Pro lie Cys Lys lie Pro Glu 
165 170 175 

Gly Ala Lys Glu Gly Asp Thr Gly Ser Thr ser Gly Thr ser Ser Pro 
180 185 190 

Pro Ala Pro cys Arg Pro Val Pro Cys lie Ser Leu ser Pro Gly Pro 
195 200 205 

Val Leu Glu Pro Glu Ala Leu His Thr Pro Thr Leu Met Thr Thr Pro 
210 215 220 

ser Leu Thr Pro Phe Thr Pro Ser Leu Val Phe Thr Tyr Pro Ser Thr 
225 230 235 240 

Pro Glu Pro cys Ala Ser Ala His Arg Lys Ser Ser Ser ser ser Gly 
245 250 255 

Asp Pro ser Ser Asp Pro Leu Gly Ser Pro Thr Leu Leu Ala Leu 
260 265 270 

<210> 28 

<211> 410 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Met Ala Phe Leu Gly Leu Phe Ser Leu Leu Val Leu Gin Ser Met. Ala 
1 5 10 15 

Thr Gly Ala Thr Phe Pro Glu Glu Ala lie Ala Asp Leu Ser val Asn 
20 25 30 

Met Tyr Asn Arg Leu Arg Ala Thr Gly Glu Asp Glu Asn lie Leu Phe 
35 40 45 

Ser Pro Leu Ser lie Ala Leu Ala Met Gly Met Met Glu Leu Gly Ala 
50 55 60 

Gin Gly ser Thr Gin Lys Glu lie Arg His Ser Met Gly Tyr Asp ser 
65 70 75 80 

Leu Lys Asn Gly Glu Glu Phe ser Phe Leu Lys Glu Phe ser Asn Met 
85 90 95 

Val Thr Ala Lys Glu ser Gin Tyr val Met Lys lie Ala Asn ser Leu 
100 105 110 

Phe val Gin Asn Gly Phe His val Asn Glu Glu Phe Leu Gin Met Met 
115 120 125 
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Lys Lys Tyr phe Asn Ala Ala val Asn His val Asp Phe ser Gin Asn 
130 135 140 

Val Ala Val Ala Asn Tyr lie Asn Lys Trp val Glu Asn Asn Thr Asn 
145 150 155 160 

Asn Leu val Lys Asp Leu val Ser Pro Arg Asp Phe Asp Ala Ala Thr 
165 170 175 

Tyr Leu Ala Leu lie Asn Ala Val Tyr Phe Lys Gly Asn Trp Lys ser 
180 185 190 

Gin Phe Arg Pro Glu Asn Thr Arg Thr Phe ser Phe Thr Lys Asp Asp 
195 200 205 

Glu Ser Glu Val Gin lie Pro wet Met Tyr Gin Gin Gly Glu Phe Tyr 
210 215 220 

Tyr Gly Glu Phe Ser Asp Gly ser Asn Glu Ala Gly Gly lie Tyr Gin 
225 230 235 240 

Val Leu Glu lie Pro Tyr Glu Gly Asp Glu lie ser Met Met Leu Val 
245 250 255 

Leu Ser Arg Gin Glu Val Pro Leu Ala Thr Leu Glu Pro Leu Val Lys 
260 265 270 

Ala Gin Leu Val Glu Glu Trp Ala Asn ser val Lys Lys Gin Lys Val 
275 280 285 

Glu Val Tyr Leu Pro Arg Phe Thr Val Glu Gin Glu lie Asp Leu Lys 
290 295 300 

Asp val Leu Lys Ala Leu Gly lie Thr Glu lie Phe lie Lys Asp Ala 
305 310 315 320 

Asn Leu Thr Gly Leu ser Asp Asn Lys Glu lie Phe Leu ser Lys Ala 
325 330 335 

lie His Lys Ser Phe Leu Glu Val Asn Glu Glu Gly ser Glu Ala Ala 
340 345 350 

Ala val ser Gly Met lie Ala lie ser Arg Met Ala val Leu Tyr Pro 
355 360 365 

Gin val lie val Asp His Pro Phe Phe Phe Leu lie Arg Asn Arg Arg 
370 375 380 ~ 

Thr Gly Thr lie Leu Phe Met Gly Arg val Met His Pro Glu Thr Met 
385 390 395 400 
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Asn Thr ser Gly His Asp Phe Glu Glu Leu 
405 410 



<210> 29 

<211> 280 

<212> PRT 

<213> Homo sapiens 

<400> 29 

Met Leu Ser Ala val Ala Arg Gly Tyr Gin Gly Trp Phe His Pro Cys 
1 5 10 15 

Ala Arg Leu ser Val Arg Met ser Ser Thr Gly lie Asp Arg Lys Gly 
20 25 30 

val Leu Ala Asn Arg Val Ala val val Thr Gly ser Thr ser Gly lie 
35 40 45 

Gly Phe Ala lie Ala Arg Arg Leu Ala Arg Asp Gly Ala His Val Val 
50 55 60 

lie ser Ser Arg Lys Gin Gin Asn Val Asp Arg Ala Met Ala Lys Leu 
65 70 75 80 

Gin Gly Glu Gly Leu ser val Ala Gly lie Val Cys His val Gly Lys 
85 90 95 

Ala Glu Asp Arg Glu Gin Leu val Ala Lys Ala Leu Glu His Cys Gly 
100 105 110 

Gly val Asp Phe Leu Val cys Ser Ala Gly Val Asn Pro Leu val Gly 
115 120 125 

ser Thr Leu Gly Thr ser Glu Gin lie Trp Asp Lys He Leu ser val 
130 135 140 

Asn Val Lys ser Pro Ala Leu Leu Leu Ser Gin Leu Leu Pro Tyr Met 
145 150 155 160 

Glu Asn Arg Arg Gly Ala val lie Leu Val ser Ser lie Al.a Ala Tyr 
165 170 175 

Asn Pro Val val Ala Leu Gly Val Tyr Asn Val Ser Lys Thr Ala Leu 
180 185 190 

Leu Gly Leu Thr Arg Thr Leu Ala Leu Glu Leu Ala Pro Lys Asp lie 
195 200 205 

Arg Val Asn Cys Val Val Pro Gly lie He Lys Thr Asp Phe Ser Lys 
210 215 220 
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val Phe His Gly Asn Glu Ser Leu Trp Lys Asn Phe Lys Glu His His 
225 230 235 240 

Gin Leu Gin Arg lie Gly Glu ser Glu Asp cys Ala Gly lie Val ser 
245 250 255 

Phe Leu cys ser Pro Asp Ala Ser Tyr val Asn Gly Glu Asn lie Ala 
260 265 270 

val Ala Gly Tyr Ser Thr Arg Leu 
275 280 

<210> 30 

<211> 193 

<212> PRT 

<213> Homo sapiens 

<400> 30 

Met Gin Ser Leu Met Gin Ala Pro Leu Leu lie Ala Leu Gly Leu Leu 
15 10 15 

Leu Ala Ala Pro Ala Gin Ala His Leu Lys Lys Pro ser Gin Leu ser 
20 25 30 

Ser Phe ser Trp Asp Asn cys Asp Glu Gly Lys Asp Pro Ala val lie 
35 40 45 

Arg Ser Leu Thr Leu Glu Pro Asp Pro lie lie Val Pro Gly Asn val 
50 55 60 

Thr Leu ser val Met Gly ser Thr ser val Pro Leu ser ser Pro Leu 
65 70 75 80 

Lys val Asp Leu val Leu Glu Lys Glu val Ala Gly Leu Trp lie Lys 
85 90 95 

lie Pro cys Thr Asp Tyr lie Gly Ser Cys Thr Phe Glu His Phe Cys 
100 105 110 

Asp Val Leu Asp Met Leu lie Pro Thr Gly Glu Pro cys Pro Glu Pro 
115 120 125 

Leu Arg Thr Tyr Gly Leu Pro cys His Cys Pro Phe Lys Glu Gly Thr 
130 135 140 

Tyr ser Leu Pro Lys Ser Glu Phe Val Val Pro Asp Leu Glu Leu Pro 
145 150 155 160 

ser Trp Leu Thr Thr Gly Asn Tyr Arg lie Glu ser val Leu ser Ser 
165 170 175 

Ser Gly Lys Arg Leu Gly Cys lie Lys lie Ala Ala Ser Leu Lys Gly 
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180 185 190 

He 



<210> 31 

<211> 187 

<212> PRT 

<213> Homo sapiens 

<400> 31 

Met ser Glu Met Ala Glu Leu Ser Glu Leu Tyr Glu Glu Ser Ser Asp 
1 5 10 15 

Leu Gin Met Asp Val Met Pro Gly Glu Gly Asp Leu Pro Gin Met Glu 
20 25 30 

Val Gly ser Gly Ser Arg Glu Leu ser Leu Arg Pro ser Arg Ser Gly 
35 40 45 

Ala Gin Gin Leu Glu Glu Glu Gly Pro Met Glu Glu Glu Glu Ala Gin 
50 55 60 

pro Met Ala Ala Pro Glu Gly Lys Arg ser Leu Ala Asn Gly pro Asn 
65 70 75 80 

Ala Gly Glu Gin Pro Gly Gin Val Ala Gly Ala Asp Phe Glu ser Glu 
85 90 95 

Asp Glu Gly Glu Glu Phe Asp Asp Trp Glu Asp Asp Tyr Asp Tyr Pro 
100 105 110 

Glu Glu Glu Gin Leu Ser Gly Ala Gly Tyr Arg val ser Ala Ala Leu 
115 120 125 

Glu Glu Ala Asp Lys Met Phe Leu Arg Thr Arg Glu Pro Ala Leu Asp 
130 135 140 

Gly Gly Phe Gin Met His Tyr Glu Lys Thr Pro Phe Asp Gin Leu Ala 
145 150 155 160 

Phe lie Glu Glu Leu Phe Ser Leu Met Val val Asn Arg Leu Thr Glu 
165 170 175 

Glu Leu Gly Cys Asp Glu He lie Asp Arg Glu 
180 185 

<210> 32 

<211> 2328 

<212> PRT 

<213> Homo sapiens 

<400> 32 
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Lys Ser Lys Arg Gin Ala Gin Gin Met Val Gin Pro Gin Ser Pro Val 
1 5 10 15 

Ala Val ser Gin ser Lys Pro Gly Cys Tyr Asp Asn Gly Lys His Tyr 
20 25 30 

Gin lie Asn Gin Gin Trp Glu Arg Thr Tyr Leu Gly Asn Val Leu val 
35 40 45 

Cys Thr Cys Tyr Gly Gly Ser Arg Gly Phe Asn cys Glu Ser Lys Pro 
50 55 60 

Glu Ala Glu Glu Thr Cys Phe Asp Lys Tyr Thr Gly Asn Thr Tyr Arg 
65 70 75 80 

val Gly Asp Thr Tyr Glu Arg Pro Lys Asp ser Met lie Trp Asp cys 
85 90 95 

Thr cys lie Gly Ala Gly Arg Gly Arg lie ser Cys Thr lie Ala Asn 
100 105 110 

Arg Cys His Glu Gly Gly Gin Ser Tyr Lys lie Gly Asp Thr Trp Arg 
115 120 125 

Arg Pro His Glu Thr Gly Gly Tyr Met Leu Glu Cys Val Cys Leu Gly 
130 135 140 

Asn Gly Lys Gly Glu Trp Thr Cys Lys Pro lie Ala Glu Lys Cys Phe 
145 150 155 160 

Asp His Ala Ala Gly Thr ser Tyr val Val Gly Glu Thr Trp Glu Lys 
165 170 175 

pro Tyr Gin Gly Trp Met Met val Asp cys Thr Cys Leu Gly Glu Gly 
180 185 190 

ser Gly Arg lie Thr cys Thr ser Arg Asn Arg cys Asn Asp Gin Asp 
195 200 205 

Thr Arg Thr Ser Tyr Arg lie Gly Asp Thr Trp Ser Lys Lys Asp Asn 
210 215 220 

Arg Gly Asn Leu Leu Gin Cys lie Cys Thr Gly Asn Gly Arg Gly Glu 
225 230 235 240 

Trp Lys cys Glu Arg His Thr ser val Gin Thr Thr ser Ser Gly ser 
245 250 255 

Gly Pro Phe Thr Asp Val Arg Ala Ala val Tyr Gin Pro Gin Pro His 
260 265 270 

Page 48 



WO 2005/059108 PCT/US2004/041883 



pro Gin Pro Pro Pro Tyr Gly His cys Val Thr Asp Ser Gly val val 
275 280 285 

Tyr ser Val Gly Met Gin Trp Leu Lys Thr Gin Gly Asn Lys Gin Met 
290 295 300 

Leu cys Thr Cys Leu Gly Asn Gly Val Ser cys Gin Glu Thr Ala Val 
305 310 315 320 

Thr Gin Thr Tyr Gly Gly Asn Leu Asn Gly Glu Pro cys Val Leu Pro 
325 330 335 

Phe Thr Tyr Asn Gly Arg Thr Phe Tyr Ser cys Thr Thr Glu Gly Arg 
340 345 350 

Gin Asp Gly His Leu Trp Cys Ser Thr Thr ser Asn Tyr Glu Gin Asp 
355 360 365 

Gin Lys Tyr Ser Phe Cys Thr Asp His Thr val Leu val Gin Thr Gin 
370 375 380 

Gly Gly Asn Ser Asn Gly Ala Leu cys His Phe Pro Phe Leu Tyr Asn 
385 390 395 400 

Asn His Asn Tyr Thr Asp Cys Thr ser Glu Gly Arg Arg Asp Asn Met 
405 410 415 

Lys Trp Cys Gly Thr Thr Gin Asn Tyr Asp Ala Asp Gin Lys Phe Gly 
420 425 430 

Phe cys Pro Met Ala Ala His Glu Glu lie Cys Thr Thr Asn Glu Gly 
435 440 445 

val Met Tyr Arg lie Gly Asp Gin Trp Asp Lys Gin His Asp Met Gly 
450 455 460 

His Met Met Arg Cys Thr cys Val Gly Asn Gly Arg Gly Glu Trp Thr 
465 470 475 480 

Cys lie Ala Tyr Ser Gin Leu Arg Asp Gin cys lie val Asp Asp lie 
485 * 490 495 

Thr Tyr Asn Val Asn Asp Thr Phe His Lys Arg His Glu Glu Gly His 
500 505 510 

Met Leu Asn cys Thr Cys Phe Gly Gin Gly Arg Gly Arg Trp Lys Cys 
515 520 525 

Asp Pro val Asp Gin cys Gin Asp ser Glu Thr Gly Thr Phe Tyr Gin 
530 535 540 
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lie Gly Asp Ser Trp Glu Lys Tyr Val His Gly val Arg Tyr Gin cys 
545 550 555 560 

Tyr Cys Tyr Gly Arg Gly lie Gly Glu Trp His cys Gin Pro Leu Gin 
565 570 575 

Thr Tyr Pro ser ser ser Gly Pro val Glu val Phe lie Thr Glu Thr 
580 585 590 

Pro Ser Gin Pro Asn ser His Pro lie Gin Trp Asn Ala Pro Gin Pro 
595 600 605 

ser His lie ser Lys Tyr lie Leu Arg Trp Arg Pro Lys Asn Ser Val 
610 615 " 620 

Gly Arg Trp Lys Glu Ala Thr lie Pro Gly His Leu Asn ser Tyr Thr 
625 630 635 640 

lie Lys Gly Leu Lys Pro Gly Val val Tyr Glu Gly Gin Leu lie ser 
645 650 655 

He Gin Gin Tyr Gly His Gin Glu val Thr Arg Phe Asp Phe Thr Thr 
660 665 670 

Thr Ser Thr Ser Thr Pro Val Thr ser Asn Thr val Thr Gly Glu Thr 
675 680 685 

Thr Pro Phe Ser Pro Leu Val Ala Thr Ser Glu ser val Thr Glu He 
690 695 700 

Thr Ala Ser ser Phe Val val ser Trp val ser Ala ser Asp Thr Val 
705 710 715 720 

Ser Gly Phe Arg Val Glu Tyr Glu Leu Ser Glu Glu Gly Asp Glu Pro 
725 730 735 

Gin Tyr Leu Asp Leu Pro Ser Thr Ala Thr Ser Val Asn lie Pro Asp 
740 745 750 

Leu Leu Pro Gly Arg Lys Tyr lie val Asn val Tyr Gin lie Ser Glu 
755 760 765 

Asp Gly Glu Gin ser Leu lie Leu Ser Thr ser Gin Thr Thr Ala Pro 
770 775 780 

Asp Ala Pro Pro Asp Pro Thr val Asp Gin val Asp Asp Thr Ser lie 
785 790 795 800 

Val val Arg Trp ser Arg Pro Gin Ala Pro He Thr Gly Tyr Arg He 
805 810 815 
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val Tyr Ser Pro Ser Val Glu Gly Ser Ser Thr Glu Leu Asn Leu Pro 
820 825 830 



Glu Thr Ala Asn ser val Thr Leu Ser Asp Leu Gin Pro Gly Val Gin 
835 840 845 



Tyr Asn lie Thr lie Tyr Ala val Glu Glu Asn Gin Glu ser Thr Pro 
850 855 860 



Val val lie Gin Gin Glu Thr Thr Gly Thr Pro Arg Ser Asp Thr Val 
865 870 875 880 



Pro ser Pro Arg Asp Leu Gin Phe val Glu val Thr Asp Val Lys Val 
885 890 895 



Thr lie Met Trp Thr Pro Pro Glu Ser Ala val Thr Gly Tyr Arg Val 
900 905 910 



Asp Val lie Pro val Asn Leu Pro Gly Glu His Gly Gin Arg Leu Pro 
915 920 925 



lie ser Arg Asn Thr Phe Ala Glu Val Thr Gly Leu Ser Pro Gly Val 
930 935 940 



Thr Tyr Tyr Phe Lys Val Phe Ala Val Ser His Gly Arg Glu Ser Lys 
945 950 955 960 



Pro Leu Thr Ala Gin Gin Thr Thr Lys Leu Asp Ala Pro Thr Asn Leu 
965 970 975 



Gin Phe Val Asn Glu Thr Asp Ser Thr Val Leu Val Arg Trp Thr Pro 
980 985 990 



Pro Arg Ala Gin lie Thr Gly Tyr Arg Leu Thr val Gly Leu Thr Arg 
995 1000 1005 



Arg Gly Gin Pro Arg Gin Tyr Asn Val Gly Pro Ser Val Ser Lys 
1010 1015 1020 



Tyr Pro Leu Arg Asn Leu Gin Pro Ala ser Glu Tyr Thr Val Ser 
1025 1030 1035 



Leu Val Ala lie Lys Gly Asn Gin Glu Ser Pro Lys Ala Thr Gly 
1040 ' 1045 1050 



val Phe Thr Thr Leu Gin Pro Gly ser ser lie Pro Pro Tyr Asn 
1055 1060 1065 



Thr Glu val Thr Glu Thr Thr lie Val He Thr Trp Thr Pro Ala 



1070 



1075 
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Pro Arg lie Gly Phe Lys Leu Gly val Arg Pro ser Gin Gly Gly 
1085 1090 " 1095 

Glu Ala Pro Arg Glu Val Thr Ser Asp ser Gly ser lie Val Val 
1100 ~ 1105 1110 

Ser Gly Leu Thr Pro Gly Val Glu Tyr val Tyr Thr lie Gin Val 
1115 1120 1125 

Leu Arg Asp Gly Gin Glu Arg Asp Ala Pro lie val Asn Lys val 
1130 1135 1140 

Val Thr pro Leu Ser Pro Pro Thr Asn Leu His Leu Glu Ala Asn 
1145 1150 1155 

Pro Asp Thr Gly Val Leu Thr Val ser Trp Glu Arg ser Thr Thr 
1160 1165 1170 

Pro Asp lie Thr Gly Tyr Arg lie Thr Thr Thr Pro Thr Asn Gly 
1175 1180 1185 

Gin Gin Gly Asn Ser Leu Glu Glu val val His Ala Asp Gin ser 
1190 1195 1200 

Ser Cys Thr Phe Asp Asn Leu Ser Pro Gly Leu Glu Tyr Asn Val 
1205 1210 1215 

Ser val Tyr Thr Val Lys Asp Asp Lys Glu ser Val Pro lie Ser 
1220 1225 1230 

Asp Thr lie lie Pro Ala Val pro Pro Pro Thr Asp Leu Arg Phe 
1235 1240 1245 

Thr Asn lie Gly Pro Asp Thr Met Arg Val Thr Trp Ala Pro Pro 
1250 1255 ~ 1260 

Pro Ser lie Asp Leu Thr Asn Phe Leu val Arg Tyr Ser Pro val 
1265 1270 1275 

Lys Asn Glu Glu Asp val Ala Glu Leu ser lie Ser Pro Ser Asp 
1280 1285 1290 

Asn Ala Val Val Leu Thr Asn Leu Leu Pro Gly Thr Glu Tyr Val 
1295 1300 1305 

val Ser Val Ser Ser Val Tyr Glu Gin His Glu ser Thr pro Leu 
1310 1315 1320 

Arg Gly Arg Gin Lys Thr Gly Leu Asp Ser Pro Thr Gly He Asp 
1325 1330 1335 
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Phe ser Asp lie Thr Ala Asn Ser Phe Thr val His Trp lie Ala 
1340 1345 1350 

Pro Arg Ala Thr He Thr Gly Tyr Arg lie Arg His His Pro Glu 
1355 1360 1365 

His Phe Ser Gly Arg Pro Arg Glu Asp Arg Val Pro His ser Arg 
1370 ~ 1375 1380 

Asn ser lie Thr Leu Thr Asn Leu Thr Pro Gly Thr Glu Tyr Val 
1385 1390 1395 

Val ser lie Val Ala Leu Asn Gly Arg Glu Glu Ser Pro Leu Leu 
1400 1405 1410 

lie Gly Gin Gin ser Thr Val ser Asp val Pro Arg Asp Leu Glu 
1415 1420 1425 

Val val Ala Ala Thr Pro Thr ser Leu Leu lie ser Trp Asp Ala 
1430 1435 1440 

Pro Ala val Thr Val Arg Tyr Tyr Arg lie Thr Tyr Gly Glu Thr 
1445 1450 1455 

Gly Gly Asn ser Pro Val Gin Glu Phe Thr val Pro Gly Ser Lys 
1460 1465 1470 

Ser Thr Ala Thr lie Ser Gly Leu Lys Pro Gly val Asp Tyr Thr 
1475 1480 1485 

lie Thr Val Tyr Ala val Thr Gly Arg Gly Asp ser Pro Ala ser 
1490 1495 1500 

Ser Lys Pro lie ser lie Asn Tyr Arg Thr Glu lie Asp Lys Pro 
1505 1510 1515 

ser Gin Met Gin Val Thr Asp val Gin Asp Asn ser He ser val 
1520 1525 1530 

Lys Trp Leu Pro Ser Ser Ser Pro Val Thr Gly Tyr Arg Val Thr 
1535 1540 1545 

Thr Thr Pro Lys Asn Gly Pro Gly Pro Thr Lys Thr Lys Thr Ala 
1550 1555 1560 

Gly Pro Asp Gin Thr Glu Met Thr lie Glu Gly Leu Gin Pro Thr 
1565 1570 1575 

Val Glu Tyr Val val Ser val Tyr Ala Gin Asn Pro ser Gly Glu 
1580 1585 1590 
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Ser Gin Pro Leu val Gin Thr Ala val Thr Asn lie Asp Arg Pro 

1595 1600 1605 

Lys Gly Leu Ala Phe Thr Asp Val Asp Val Asp Ser lie Lys lie 

1610 1615 1620 

Ala Trp Glu ser Pro Gin Gly Gin Val ser Arg Tyr Arg val Thr 

1625 1630 1635 

Tyr Ser Ser Pro Glu Asp Gly lie His Glu Leu Phe Pro Ala Pro 

1640 1645 1650 

Asp Gly Glu Glu Asp Thr Ala Glu Leu Gin Gly Leu Arg Pro Gly 

1655 1660 1665 

Ser Glu Tyr Thr val ser val Val Ala Leu His Asp Asp Met Glu 

1670 1675 1680 

Ser Gin Pro Leu lie Gly Thr Gin Ser Thr Ala lie Pro Ala Pro 

1685 1690 1695 

Thr Asp Leu Lys Phe Thr Gin Val Thr Pro Thr Ser Leu Ser Ala 

1700 1705 1710 

Gin Trp Thr Pro Pro Asn val Gin Leu Thr Gly Tyr Arg Val Arg 

1715 1720 1725 

val Thr Pro Lys Glu Lys Thr Gly Pro Met Lys Glu lie Asn Leu 

1730 1735 1740 

Ala Pro Asp ser ser ser Val Val Val Ser Gly Leu Met Val Ala 

1745 1750 1755 

Thr Lys Tyr Glu val ser Val Tyr Ala Leu Lys Asp Thr Leu Thr 

1760 1765 1770 

ser Arg Pro Ala Gin Gly Val Val Thr Thr Leu Glu Asn Val Ser 

1775 1780 1785 

pro Pro Arg Arg Ala Arg Val Thr Asp Ala Thr Glu Thr Thr lie 

1790 1795 1800 

Thr lie ser Trp Arg Thr Lys Thr Glu Thr lie Thr Gly Phe Gin 

1805 ~ 1810 1815 

Val Asp Ala Val Pro Ala Asn Gly Gin Thr Pro He Gin Arg Thr 

1820 1825 1830 

lie Lys Pro Asp Val Arg Ser Tyr Thr lie Thr Gly Leu Gin Pro 

1835 1840 1845 
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Gly Thr Asp Tyr Lys lie Tyr Leu Tyr Thr Leu Asn Asp Asn Ala 
1850 1855 1860 

Arg ser Ser Pro Val Val lie Asp Ala Ser Thr Ala lie Asp Ala 
1865 1870 1875 

Pro Ser Asn Leu Arg Phe Leu Ala Thr Thr Pro Asn Ser Leu Leu 
1880 1885 1890 

val Ser Trp Gin Pro Pro Arg Ala Arg He Thr Gly Tyr lie lie 
1895 1900 ~ 1905 

Lys Tyr Glu Lys Pro Gly ser Pro Pro Arg Glu val Val Pro Arg 
1910 1915 1920 

Pro Arg Pro Gly Val Thr Glu Ala Thr lie Thr Gly Leu Glu Pro 
1925 1930 1935 

Gly Thr Glu Tyr Thr lie Tyr val lie Ala Leu Lys Asn Asn Gin 
1940 1945 1950 

Lys ser Glu Pro Leu lie Gly Arg Lys Lys Thr Asp Glu Leu Pro 
1955 1960 1965 

Gin Leu Val Thr Leu Pro His Pro Asn Leu His Gly Pro Glu lie 
1970 1975 1980 

Leu Asp Val Pro ser Thr val Gin Lys Thr Pro Phe val Thr His 
1985 1990 1995 

Pro Gly Tyr Asp Thr Gly Asn Gly lie Gin Leu Pro Gly Thr ser 
2000 2005 2010 

Gly Gin Gin Pro ser Val Gly Gin Gin Met lie Phe Glu Glu His 
2015 2020 2025 

Gly Phe Arg Arg Thr Thr Pro Pro Thr Thr Ala Thr Pro lie Arg 
2030 2035 2040 

His Arg Pro Arg Pro Tyr pro Pro Asn Val Gly Gin Glu Ala Leu 
2045 ~ 2050 2055 

ser Gin Thr Thr lie Ser Trp Ala Pro Phe Gin Asp Thr Ser Glu 
2060 2065 2070 

Tyr lie He Ser cys His Pro Val Gly Thr Asp Glu Glu Pro Leu 
2075 2080 * 2085 

Gin Phe Arg Val Pro Gly Thr Ser Thr Ser Ala Thr Leu Thr Gly 
2090 2095 2100 
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Leu Thr Arg Gly Ala Thr Tyr Asn lie lie Val Glu Ala Leu Lys 

2105 2110 2115 

Asp Gin Gin Arg His Lys Val Arg Glu Glu Val Val Thr Val Gly 

2120 2125 2130 

Asn Ser Val Asn Glu Gly Leu Asn Gin Pro Thr Asp Asp Ser cys 

2135 2140 2145 

Phe Asp Pro Tyr Thr val ser His Tyr Ala val Gly Asp Glu Trp 

2150 2155 2160 

Glu Arg Met Ser Glu Ser Gly Phe Lys Leu Leu Cys Gin Cys Leu 

2165 2170 2175 

Gly Phe Gly Ser Gly His Phe Arg cys Asp ser ser Arg Trp Cys 

2180 2185 2190 

His Asp Asn Gly Val Asn Tyr Lys lie Gly Glu Lys Trp Asp Arg 

2195 2200 2205 

Gin Gly Glu Asn Gly Gin Met Met Ser cys Thr Cys Leu Gly Asn 

2210 2215 2220 

Gly Lys Gly Glu Phe Lys Cys Asp Pro His Glu Ala Thr Cys Tyr 

2225 2230 2235 

Asp Asp Gly Lys Thr Tyr His val Gly Glu Gin Trp Gin Lys Glu 

2240 2245 2250 

Tyr Leu Gly Ala lie cys ser cys Thr cys Phe Gly Gly Gin Arg 

2255 2260 2265 

Gly Trp Arg Cys Asp Asn Cys Arg Arg Pro Gly Gly Glu Pro Ser 

2270 2275 2280 

Pro Glu Gly Thr Thr Gly Gin Ser Tyr Asn Gin Tyr ser Gin Arg 

2285 2290 2295 

Tyr His Gin Arg Thr Asn Thr Asn Val Asn Cys Pro lie Glu cys 

2300 ~ 2305 2310 

Phe Met Pro Leu Asp Val Gin Ala Asp Arg Glu Asp Ser Arg Glu 

2315 2320 2325 



<210> 33 

<211> 280 

<212> PRT 

<213> Homo sapiens 

<400> 33 
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Met Leu ser Ala Val Ala Arg Gly Tyr Gin Gly Trp Phe His Pro cys 
1 5 10 15 

Ala Arg Leu Ser Val Arg Met Ser ser Thr Gly lie Asp Arg Lys Gly 
20 25 30 

Val Leu Ala Asn Arg val Ala val val Thr Gly Ser Thr ser Gly lie 
35 40 45 

Gly Phe Ala lie Ala Arg Arg Leu Ala Arg Asp Gly Ala His Val Val 
50 55 60 

lie ser ser Arg Lys Gin Gin Asn val Asp Arg Ala Met Ala Lys Leu 
65 70 75 80 

Gin Gly Glu Gly Leu ser val Ala Gly lie Val cys His val Gly Lys 
85 90 95 

Ala Glu Asp Arg Glu Gin Leu Val Ala Lys Ala Leu Glu His Cys Gly 
100 105 110 

Gly val Asp Phe Leu Val Cys ser Ala Gly val Asn Pro Leu val Gly 
115 120 125 

ser Thr Leu Gly Thr Ser Glu Gin lie Trp Asp Lys lie Leu Ser Val 
130 135 140 

Asn val Lys ser Pro Ala Leu Leu Leu Ser Gin Leu Leu Pro Tyr Met 
145 150 155 160 

Glu Asn Arg Arg Gly Ala Val lie Leu val Ser Ser lie Ala Ala Tyr 
165 170 175 

Asn Pro val val Ala Leu Gly Val Tyr Asn Val Ser Lys Thr Ala Leu 
180 185 190 

Leu Gly Leu Thr Arg Thr Leu Ala Leu Glu Leu Ala Pro Lys Asp lie 
195 200 205 

Arg val Asn Cys val Val Pro Gly lie lie Lys Thr Asp Phe Ser Lys 
210 215 220 

val Phe His Gly Asn Glu ser Leu Trp Lys Asn Phe Lys Glu His His 
225 230 235 240 

Gin Leu Gin Arg lie Gly Glu ser Glu Asp Cys Ala Gly lie val Ser 
245 250 255 

Phe Leu Cys Ser Pro Asp Ala Ser Tyr val Asn Gly Glu Asn lie Ala 
260 265 270 
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Val Ala Gly Tyr Ser Thr Arg Leu 
275 280 

<210> 34 

<211> 433 

<212> PRT 

<213> Homo sapiens 

<400> 34 

Met Ala Leu Arg Val Thr Arg Asn ser Lys lie Asn Ala Glu Asn Lys 
1 5 10 15 

Ala Lys He Asn Met Ala Gly Ala Lys Arg Val Pro Thr Ala Pro Ala 
20 25 ~ 30 

Ala Thr Ser Lys Pro Gly Leu Arg Pro Arg Thr Ala Leu Gly Asp lie 
35 40 45 

Gly Asn Lys Val Ser Glu Gin Leu Gin Ala Lys Met Pro Met Lys Lys 
50 55 60 

Glu Ala Lys Pro Ser Ala Thr Gly Lys Val lie Asp Lys Lys Leu Pro 
65 70 75 80 

Lys Pro Leu Glu Lys Val Pro Met Leu Val Pro Val Pro Val Ser Glu 
85 90 95 

Pro Val Pro Glu Pro Glu Pro Glu Pro Glu Pro Glu Pro val Lys Glu 
100 105 110 

Glu Lys Leu Ser Pro Glu Pro lie Leu val Asp Thr Ala ser Pro Ser 
115 120 125 

Pro Met Glu Thr Ser Gly cys Ala Pro Ala Glu Glu Asp Leu Cys Gin 
130 135 140 

Ala Phe Ser Asp Val lie Leu Ala val Asn Asp Val Asp Ala Glu Asp 
145 150 155 160 

Gly Ala Asp Pro Asn Leu cys ser Glu Tyr val Lys Asp lie Tyr Ala 
165 170 175 

Tyr Leu Arg Gin Leu Glu Glu Glu Gin Ala val Arg Pro Lys Tyr Leu 
180 185 " 190 

Leu Gly Arg Glu Val Thr Gly Asn Met Arg Ala He Leu lie Asp Trp 
195 200 205 

Leu Val Gin val Gin Met Lys Phe Arg Leu Leu Gin Glu Thr Met Tyr 
210 215 220 

Met Thr val ser lie lie Asp Arg Phe Met Gin Asn Asn Cys val Pro 
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225 230 235 240 

Lys Lys Met Leu Gin Leu Val Gly Val Thr Ala Met Phe lie Ala Ser 
245 250 255 

Lys Tyr Glu Glu Met Tyr Pro Pro Glu lie Gly Asp Phe Ala Phe val 
260 265 270 

Thr Asp Asn Thr Tyr Thr Lys His Gin lie Arg Gin Met Glu Met Lys 
275 280 285 

lie Leu Arg Ala Leu Asn Phe Gly Leu Gly Arg Pro Leu Pro Leu His 
290 295 300 

Phe Leu Arg Arg Ala Ser Lys lie Gly Glu Val Asp Val Glu Gin His 
305 310 315 320 

Thr Leu Ala Lys Tyr Leu Met Glu Leu Thr Met Leu Asp Tyr Asp Met 
325 330 335 

val His Phe Pro Pro Ser Gin lie Ala Ala Gly Ala Phe cys Leu Ala 
340 345 350 

Leu Lys lie Leu Asp Asn Gly Glu Trp Thr Pro Thr Leu Gin His Tyr 
355 360 365 

Leu Ser Tyr Thr Glu Glu ser Leu Leu Pro Val Met Gin His Leu Ala 
370 375 380 

Lys Asn val val Met val Asn Gin Giy Leu Thr Lys His Met Thr Val 
385 390 395 400 

Lys Asn Lys Tyr Ala Thr Ser Lys His Ala Lys lie Ser Thr Leu Pro 
405 410 415 

Gin Leu Asn Ser Ala Leu Val Gin Asp Leu Ala Lys Ala Val Ala Lys 
420 425 430 

Val 



<210> 35 

<211> 1078 

<212> PRT 

<213> Homo sapiens 

<400> 35 

Met Ala Pro Arg Lys Arg Gly Gly Arg Gly lie Ser Phe lie Phe Cys 
1 5 10 15 

Cys Phe Arg Asn Asn Asp His Pro Glu lie Thr Tyr Arg Leu Arg Asn 
20 25 30 
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Asp Ser Asn phe Ala Leu Gin Thr Met Glu pro Ala Leu pro Met Pro 
35 40 45 

Pro val Glu Glu Leu Asp Val Met Phe ser Glu Leu Val Asp Glu Leu 
50 55 60 

Asp Leu Thr Asp Lys His Arg Glu Ala Met Phe Ala Leu Pro Ala Glu 
65 70 75 80 

Lys Lys Trp Gin lie Tyr Cys Ser Lys Lys Lys Asp Gin Glu Glu Asn 
85 90 95 

Lys Gly Ala Thr ser Trp Pro Glu Phe Tyr lie Asp Gin Leu Asn Ser 
100 105 110 

Met Ala Ala Arg Lys Ser Leu Leu Ala Leu Glu Lys Glu Glu Glu Glu 
115 120 125 

Glu Arg ser Lys Thr lie Glu Ser Leu Lys Thr Ala Leu Arg Thr Lys 
130 135 140 

Pro Met Arg Phe Val Thr Arg Phe lie Asp Leu Asp Gly Leu Ser Cys 
145 150 155 160 

lie Leu Asn Phe Leu Lys Thr Met Asp Tyr Glu Thr Ser Glu Ser Arg 
165 170 175 

lie His Thr ser Leu lie Gly Cys lie Lys Ala Leu Met Asn Asn Ser 
180 185 190 

Gin Gly Arg Ala His Val Leu Ala His Ser Glu ser lie Asn Val lie 
195 200 205 

Ala Gin Ser Leu Ser Thr Glu Asn lie Lys Thr Lys Val Ala Val Leu 
210 215 220 

Glu lie Leu Gly Ala Val Cys Leu val Pro Gly Gly His Lys Lys Val 
225 230 235 240 

Leu Gin Ala Met Leu His Tyr Gin Lys Tyr Ala Ser Glu Arg Thr Arg 
245 250 255 

Phe Gin Thr Leu lie Asn Asp Leu Asp Lys Ser Thr Gly Arg Tyr Arg 
260 265 270 

Asp Glu Val ser Leu Lys Thr Ala lie Met Ser Phe lie Asn Ala val 
275 280 285 

Leu Ser Gin Gly Ala Gly Val Glu ser Leu Asp Phe Arg Leu His Leu 
290 295 300 
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Arg Tyr Glu Phe Leu Met Leu Gly lie Gin Pro val lie Asp Lys Leu 
305 310 315 320 

Arg Glu His Glu Asn Ser Thr Leu Asp Arg His Leu Asp Phe Phe Glu 
325 330 335 

Met Leu Arg Asn Glu Asp Glu Leu Glu Phe Ala Lys Arg Phe Glu Leu 
340 345 350 

Val His He Asp Thr Lys ser Ala Thr Gin Met Phe Glu Leu Thr Arq 
355 360 365 

Lys Arg Leu Thr His Ser Glu Ala Tyr Pro His Phe Met ser He Leu 
370 375 380 

His His cys Leu Gin Met Pro Tyr Lys Arg Ser Gly Asn Thr val Gin 
385 390 395 400 

Tyr Trp Leu Leu Leu Asp Arg He lie Gin Gin lie Val He Gin Asn 
405 410 415 

Asp Lys Gly Gin Asp Pro Asp ser Thr Pro Leu Glu Asn Phe Asn lie 
420 425 430 

Lys Asn val val Arg Met Leu val Asn Glu Asn Glu Val Lys Gin Trp 
435 440 445 

Lys Glu Gin Ala Glu Lys Met Arg Lys Glu His Asn Glu Leu Gin Gin 
450 455 460 

Lys Leu Glu Lys Lys Glu Arg Glu Cys Asp Ala Lys Thr Gin Glu Lys 
465 470 475 480 

Glu Glu Met Met Gin Thr Leu Asn Lys Met Lys Glu Lys Leu Glu Lys 
485 490 495 

Glu Thr Thr Glu His Lys Gin Val Lys Gin Gin Val Ala Asp Leu Thr 
500 505 510 

Ala Gin Leu His Glu Leu ser Arg Arg Ala Val Cys Ala Ser lie Pro 
515 520 525 

Gly Gly Pro ser Pro Gly Ala Pro Gly Gly Pro Phe Pro Ser ser val 
530 535 540 

Pro Gly Ser Leu Leu Pro Pro Pro Pro Pro Pro Pro Leu Pro Gly Gly 
545 550 555 560 

Met Leu Pro Pro Pro Pro Pro Pro Leu Pro Pro Gly Gly Pro Pro Pro 
565 570 575 
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Pro Pro Gly Pro Pro Pro Leu Gly Ala lie Met Pro Pro Pro Gly Ala 
580 585 590 

Pro Met Gly Leu Ala Leu Lys Lys Lys ser lie Pro Gin Pro Thr Asn 
595 600 605 

Ala Leu Lys Ser Phe Asn Trp ser Lys Leu Pro Glu Asn Lys Leu Glu 
610 615 620 

Gly Thr val Trp Thr Glu lie Asp Asp Thr Lys Val Phe Lys He Leu 
625 630 635 640 

Asp Leu Glu Asp Leu Glu Arg Thr Phe ser Ala Tyr Gin Arg Gin Gin 
645 650 655 

Asp Phe Phe val Asn ser Asn ser Lys Gin Lys Glu Ala Asp Ala lie 
660 665 670 

Asp Asp Thr Leu ser Ser Lys Leu Lys Val Lys Glu Leu ser val lie 
675 680 685 

Asp Gly Arg Arg Ala Gin Asn cys Asn lie Leu Leu Ser Arg Leu Lys 
690 695 700 

Leu Ser Asn Asp Glu lie Lys Arg Ala lie Leu Thr Met Asp Glu Gin 
705 710 715 720 

Glu Asp Leu Pro Lys Asp Met Leu Glu Gin Leu Leu Lys Phe Val Pro 
725 730 735 

Glu Lys Ser Asp lie Asp Leu Leu Glu Glu His Lys His Glu Leu Asp 
740 745 750 

Arg Met Ala Lys Ala Asp Arg Phe Leu Phe Glu Met ser Arg lie Asn 
755 760 765 

His Tyr Gin Gin Arg Leu Gin ser Leu Tyr Phe Lys Lys Lys Phe Ala 
770 775 780 

Glu Arg Val Ala Glu val Lys Pro Lys Val Glu Ala lie Arg Ser Gly 
785 ~ 790 795 800 

ser Glu Glu val Phe Arg ser Gly Ala Leu Lys Gin Leu Leu Glu val 
805 810 815 

Val Leu Ala Phe Gly Asn Tyr Met Asn Lys Gly Gin Arg Gly Asn Ala 
820 825 830 

Tyr Gly Phe Lys lie Ser Ser Leu Asn Lys lie Ala Asp Thr Lys Ser 
835 840 845 
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ser lie Asp Lys Asn lie Thr Leu Leu His Tyr Leu lie Thr lie val 
850 855 860 

Glu Asn Lys Tyr Pro ser Val Leu Asn Leu Asn Glu Glu Leu Arg Asp 
865 870 875 880 

lie Pro Gin Ala Ala Lys Val Asn Met Thr Glu Leu Asp Lys Glu lie 
885 890 895 

Ser Thr Leu Arg Ser Gly Leu Lys Ala Val Glu Thr Glu Leu Glu Tyr 
900 905 910 

Gin Lys Ser Gin Pro Pro Gin Pro Gly Asp Lys Phe Val Ser Val Val 
915 920 925 

ser Gin Phe lie Thr val Ala Ser Phe Ser Phe ser Asp val Glu Asp 
930 935 940 

Leu Leu Ala Glu Ala Lys Asp Leu Phe Thr Lys Ala Val Lys His Phe 
945 950 955 960 

Gly Glu Glu Ala Gly Lys lie Gin Pro Asp Glu Phe Phe Gly He Phe 
965 970 975 

Asp Gin Phe Leu Gin Ala Val ser Glu Ala Lys Gin Glu Asn Glu Asn 
980 985 990 

Met Arg Lys Lys Lys Glu Glu Glu Glu Arg Arg Ala Arg wet Glu Ala 
995 . 1000 1005 

Gin Leu Lys Glu Gin Arg Glu Arg Glu Arg Lys Met Arg Lys Ala 
1010 1015 1020 

Lys Glu Asn ser Glu Glu ser Gly Glu Phe Asp Asp Leu Val Ser 
1025 1030 1035 

Ala Leu Arg ser Gly Glu val Phe Asp Lys Asp Leu Ser Lys Leu 
1040 1045 1050 

Lys Arg Asn Arg Lys Arg lie Thr Asn Gin Met Thr Asp Ser Ser 
1055 1060 1065 

Arg Glu Arg Pro lie Thr Lys Leu Asn Phe 
1070 1075 

<210> 36 

<2U> 179 

<212> PRT 

<213> Homo sapiens 

<400> 36 
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Met Val Leu Ala Trp Tyr Met Asp Asp Ala Pro Gly Asp Pro Arq Gin 
1 5 10 15 

Pro His Arg Pro Asp Pro Gly Arg Pro val Gly Leu Glu Gin Leu Arq 
20 25 30 

Arg Leu Gly val Leu Tyr Trp Lys Leu Asp Ala Asp Lys Tyr Glu Asn 
35 40 45 

Asp Pro Glu Leu Glu Lys lie Arg Arg Glu Arg Asn Tyr Ser Trp Met 
50 55 ~ 60 

Asp lie lie Thr lie cys Lys Asp Lys Leu Pro Asn Tyr Glu Glu Lys 
65 70 75 80 

lie Lys Met Phe Tyr Glu Glu His Leu His Leu Asp Asp Glu lie Arq 
85 90 95 

Tyr lie Leu Asp Gly Ser Gly Tyr Phe Asp val Arg Asp Lys Glu Asp 
100 105 110 

Gin Trp lie Arg lie Phe Met Glu Lys Gly Asp Met Val Thr Leu Pro 
115 120 125 

Ala Gly lie Tyr His Arg Phe Thr Val Asp Glu Lys Asn Tyr Thr Lys 
130 135 140 

Ala Met Arg Leu Phe val Gly Glu Pro Val Trp Thr Ala Tyr Asn Arq 
145 150 155 160 

Pro Ala Asp His Phe Glu Ala Arg Gly Gin Tyr Val Lys Phe Leu Ala 
165 170 175 

Gin Thr Ala 



<210> 37 

<211> 142 

<212> PRT 

<213> Homo sapiens 

<400> 37 

Met Gly Ala Pro Thr Leu Pro Pro Ala Trp Gin Pro Phe Leu Lys asd 
1 5 10 15 

His Arg lie Ser Thr Phe Lys Asn Trp Pro Phe Leu Glu Gly cys Ala 
20 25 30 

cys Thr Pro Glu Arg Met Ala Glu Ala Gly Phe lie His Cys Pro Thr 
35 ~ 40 45 
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Glu Asn Glu Pro Asp Leu Ala Gin cys 
50 55 



Phe Phe cys 
60 



Phe Lys Glu Leu 



Glu Gly Trp Glu Pro Asp Asp Asp Pro lie Glu Glu His Lys Lys His 
65 70 75 80 



ser ser Gly cys Ala Phe Leu Ser val Lys Lys Gin Phe Glu Glu Leu 
85 90 95 



Thr Leu Gly Glu Phe Leu Lys Leu Asp Arg Glu Arg Ala Lys Asn Lys 
100 105 110 



lie Ala Lys Glu Thr Asn Asn Lys Lys Lys Glu Phe Glu Glu Thr Ala 
115 120 125 



Lys Lys Val Arg Arg Ala lie Glu Gin Leu Ala Ala Met Asp 



130 



140 
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